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1 60

GenBank N nucl. ATGTCTGTTACAGTCAAGAGAATCATTGACAACACAGTCATAGTTCCAAAACTTCCTGCA
HR N nucl. ATGTCTGTTACAGTCAAGAGAATCATTGECAACACAGTCATAGTTCCAAAACTTCCTGCA

M2 N nucl. ATGTCTGTTACAGTCAAGAGAATCATTGACAACACAGTCATAGTTCCAAAACTTCCTGCA

M3 N nucl. ATGTCTGTTACAGTCAAGAGAATCATTGACAACACAGTCATAGTTCCAAAACTTCCTGCA

M4 N nuCl. ... e e e et e e e et

. 61 120

GenBank N nucl. AATGAGGATCCAGTGGAATACCCGGCAGATTACTTCAGAAAATCAAAGGAGATTCCTCTT
HR N nucl. AATGAGGATCCAGTGGAATACCCGGCAGATTACTTCAGAAAATCAAAGGAGATTCCTCTT

M2 N nucl. AATGAGGATCCAGTGGAATACCCGGCAGATTACTTCAGAAAATCAAAGGAGATTCCTCTT

M3 N nucl. AATGAGGATCCAGTGGAATACCCGGCAGATTACTTCAGAAAATCAAAGGAGATTCCTCTT

1 B U o

121 . 180

GenBank N nucl. TACATCAATACTACAAAAAGTTTGTCAGATCTAAGAGGATATGTCTACCAAGGCCTCAAA
HR N nucl. TACATCAATACTACAAAAAGTTTGTCAGATCTAAGAGGATATGTCTACCAAGGCCTCAAA

M2 N nucl. TACATCAATACTACAAAAAGTTTGTCAGATCTAAGAGGATATGTCTACCAAGGCCTCAAA

M3 N nucl. TACATCAATACTACAAAAAGTTTGTCAGATCTAAGAGGATATGTCTACCAAGGCCTCAAA

L o S o 3 X o

181 ’ . - 240

GenBank N nucl. TCCGGAAATGTATCAATCATACATGTCAACAGCTACTTGTATGGAGCATTEAAGGACATC
HR N nucl. TCCGGAAATGTATCAATCATACATGTCAACAGCTACTTGTATGGAGCATTGAAGGACATC

M2 N nucl. TCCGGAAATGTATCAATCATACATGTCAACAGCTACTTGTATGGAGCATTGAAGGACATC

M3 N nucl. TCCGGAAATGTATCAATCATACATGTCAACAGCTACTTGTATGGAGCATTGAAGGACATC

M4 N nucl. ............ TCAATCATACATGTCAACAGCTACTTGTATGGAGCATTGAAGGACATC

241 - 300

GenBank N nucl. CGGGGTAAGTTGGATAAAGATTGGTCAAGTTTCGGAATAAACATCGGGAAEGCAGGGGAT
HR N nucl. CGGGGTAAGTTGGATAAAGATTGGTCAAGTTTCGGAATAAACATCGGGAAGGCAGGGGAT

M2 N nucl. CGGGGTAAGTTGGATAAAGATTGGTCAAGTTTCGGAATAAACATCGGGAAGGCAGGGGAT

M3 N nucl. CGGGGTAAGTTGGATAAAGATTGGTCAAGTTTCGGAATAAACATCGGGAAGGCAGGGGAT

M4 N nucl. CGGGGTAAGTTGGATAAAGATTGGTCAAGTTTCGGAATAAACATCGGGAAGGCAGGGGAT

301 360

GenBank N nucl. ACAATCGGAATATTTGACCTTGTATCCTTGAAAGCCCTGGACGGEGTACTTCCAGATGGA
HR N nucl. ACAATCGGAATATTTGACCTTGTATCCTTGAAAGCCCTGGACGGTGTACTTCCAGATGGA

M2 N nucl. ACAATCGGAATATTTGACCTTGTATCCTTGAAAGCCCTGGACGGTGTACTTCCAGATGGA

- M3 N nucl. ACAATCGGAATATTTGACCTTGTATCCTTGAAAGCCCTGGACGGTGTACTTCCAGATGGA

M4 N nucl. ACAATCGGAATATTTGACCTTGTATCCTTGAAAGCCCTGGACGGTGTACTTCCAGATGGA

361 : 420

GenBank N nucl. GTATCGGATGCTTCCAGAACCAGCGCAGATGACAAATGGTTGCCTTTGTATCTACTTGGC
HR N nucl. GTATCGGATGCTTCCAGAACCAGCGCAGATGACAAATGGTTGCCTTTGTATCTACTTGGC

M2 N nucl. GTATCGGATGCTTCCAGAACCAGCGCAGATGACAAATGGTTGCCTTTGTATCTACTTGGC

M3 N nucl. GTATCGGATGCTTCCAGAACCAGCGCAGATGACAAATGGTTGCCTTTGTATCTACTTGGC

M4 N nucl. GTATCGGATGCTTCCAGAACCAGCGCAGATGACAAATGGTTGCCTTTGTATCTACTTGGC

421 480

GenBank N nucl. TTATACAGAGTGGGCAGAACACAAATGCCTGAATACAGAAAAA&GCTCATGGATGGGCTG
HR N nucl. TTATACAGAGTGGGCAGAACACAAATGCCTGAATACAGAAAAAGGCTCATGGATGGGCTG

M2 N nucl. TTATACAGAGTGGGCAGAACACAAATGCCTGAATACAGAAAAAGGCTCATGGATGGGCTG

M3 N nucl. TTATACAGAGTGGGCAGAACACAAATGCCTGAATACAGAAAAAGGCTCATGGATGGGCTG

M4 N nucl. TTATACAGAGTGGGCAGAACACAAATGCCTGAATACAGAAAAAGGCTCATGGATGGGCTG

FIGURE 14-1
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481 540
ACAAATCAATGCAAAATGATCAATGAACAGTTTGAACCTCTTGTGCCAGAAGGTCGTGAC
ACAAATCAATGCAAAATGATCAATGAACAGTTTGAACCTCTTGTGCCAGAAGGTCGTGAC -
ACAAATCAATGCAAAATGATCAATGAACAGTTTGAACCTCTTGTGCCAGAAGGTCGTGAC
ACAAATCAATGCAAAATGATCAATGAACAGTTTGAACCTCTTGTGCCAGAAGGTCETGAC
ACAAATCAATGCAAAATGATCAATGAACAGTTTGAACCTCTTGTGCCAGAAGGTCGTGAC

541 600
ATTTTTGATGTGTGGGGAAATGACAGTAATTACACAAAAATTGTCGCTGCAGTGGACATG
ATTTTTGATGTGTGGGGAAATGACAGTAATTACACAAAAATTGTCGCTGCAGTGGACATG
ATTTTTGATGTGTGGGGAAATGACAGTAATTACACAAAAATTGTCGCTGCAGTGGACATG
ATTTTTGATGTGTGGGGAAATGACAGTAATTACACAAAAATTGTCGCTGCAGTGGACATG
ATTTTTGATGTGTGGGGAAATGACAGTAATTACACAAAAATTGTCGCTGCAGTGGACATG

601 660
TTCTTCCACATGTTCAAAAAACATGAATGTGCCTCGTTCAGATACGGAACTATTGTTTCC
TTCTTCCACATGTTCAAAAAACATGAATGTGCCTCGTTCAGATACGGAACTATTGTTTCC
TTCTTCCACATGTTCAAAAAACATGAATGTGCCTCGTTCAGATACGGAACTATTGTTTCC
TTCTTCCACATGTTCAAAAAACATGAATGTGCCTCGTTCAGATACGGAACTATTGTTTCC
TTCTTCCACATGTTCAAAAAACATGAATGTGCCTCGTTCAGATACGGAACTATTGTTTCC

661 720
AGATTCAAAGATTGTGCTGCATTGGCAACATTTGGACACCTCTGCAAAATAACCGGAATG
AGATTCAAAGATTGTGCTGCATTGGCAACATTTGGACACCTCTGCAAAATAACCGGAATG
AGATTCAAAGATTGTGCTGCATTGGCAACATTTGGACACCTCTGCAAAATAACCGGAATG
AGATTCAAAGATTGTGCTGCATTGGCAACATTTGGACACCTCTGCAAAATAACCGGAATG
AGATTCAAAGATTGTGCTGCATTGGCAACATTTGGACACCTCTGCAAAATAACCGGAATG

721 : 780
TCTACAGAAGATGTAACGACCTGGATCTTGAACCGAGAAGTTGCAGATGAEATGGTCCAA
TCTACAGAAGATGTAACGACCTGGATCTTGAACCGAGAAGTTGCAGATGAGATGGTCCAA
TCTACAGAAGATGTAACGACCTGGATCTTGAACCGAGAAGTTGCAGATGAGATGGTCCAA
TCTACAGAAGATGTAACGACCTGGATCTTGAACCGAGAAGTTGCAGATGAGATGGTCCAA
TCTACAGAAGATGTAACGACCTGGATCTTGAACCGAGAAGTTGCAGATGAGATGGTCCAA

781 ~ 840
ATGATGCTTCCAGGCCAAGAAATTGACAAGGCCGATTCATACATGCCTTATTTGATCGAC
ATGATGCTTCCAGGCCAAGAAATTGACAAGGCCGATTCATACATGCCTTATTTGATCGAC
ATGATGCTTCCAGGCCAAGAAATTGACAAGGCCGATTCATACATGCCTTATTTGATCGAC
ATGATGCTTCCAGGCCAAGAAATTGACAAGGCCGATTCATACATGCCTTATTTGATCGAC
ATGATGCTTCCAGGCCAAGAAATTGACAAGGCCGATTCATACATGCCTTATTTGATCGAC

841 900
TTTGGATTGTCTTCTAAGTCTCCATATTCTTCCGTCAAAAACCCTGCCTTCCACTTCTGG
TTTGGATTGTCTTCTAAGTCTCCATATTCTTCCGTCAAAAACCCTGCCTTCCACTTCTGG
TTTGGATTGTCTTCTAAGTCTCCATATTCTTCCGTCAAAAACCCTGCCTTCCACTTCTGG
TTTGGATTGTCTTCTAAGTCTCCATATTCTTCCGTCAAAAACCCTGCCTTCCACTTCTGG
TTTGGATTGTCTTCTAAGTCTCCATATTCTTCCGTCAARAACCCTGCCTTCCACTTCTGG

FIGURE 14-2
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901 960
GGGCAATTGACAGCTCTTCTGCTCAGATCCACCAGAGCAAGGAATGCCCGACAGCCTGAT
GGGCAATTGACAGCTCTTCTGCTCAGATCCACCAGAGCAAGGAATGCCCGACAGCCTGAT
GGGCAATTGACAGCTCTTCTGCTCAGATCIACCAGAGCAAGGAATGCCCGACAGCCTGAT
GGGCAATTGACAGCTCTTCTGCTCAGATCCACCAGAGCAAGGAATGCCCGACAGCCTGAT‘
GGG AT T GAC . & ot ittt ittt ittt e e it e e e e e T

861 1020

. GACATTGAGTATACATCTCTTACTACAGCAGGTTTGTTGTACGCTTATGCAGTAGGATCC

GACATTGAGTATACATCTCTTACTACAGCAGGTTTGTTGTACGCTTATGCAGTAGGATCC
GACATTGAGTATACATCTCTTACTACAGCAGGTTTGTTGTACGCTTATGCAGTAGGATCC
GACATTGAGTATACATCTCTTACTACAGCAGGTTTGTTGTACGCTTATGCAGTAGGATCC
GACATTGAGTATACATCTCTACTACAGCAGGTTTGTTGTACGCTTATGCAGTAGGATCC

1021 1080
TCTGCEGACTTGGCACAACAGTTTTGTGTTGGAGATAHCAAATACACTCCAGATGATAGT
TCTGCTGACTTGGCACAACAGTTTTGTGTTGGAGATAGCAAATACACTCCAGATGATAGT
TCTGCTGACTTGGCACAACAGTTTTGTGTTGGAGATAGCAAATACACTCCAGATGATAGT
TCTGCTGACTTGGCACAACAGTTTTGTGTTGGAGATAGCAAATACACTCCAGATGATAGT
TCTGCTGACTTGGCACANCAGTTTTGTGTTGGAGATAGCAAATACACTCCAGATGATAGT

1081 1140

ACCGGAGGATTGACGACTAATGCACCGCCACAAGGCAGAGATGTGGTCGAATGGCTCGGA

ACCGGAGGATTGACGACTAATGCACCGCCACAAGGCAGAGATGTGGTCGAATGGCTCGGA
ACCGGAGGATTGACGACTAATGCACCGCCACAAGGCAGAGATGTGGTCGAATGGCTCGGA
ACCGGAGGATTGACGACTAATGCACCGCCACAAGGCAGAGATGTGGTCGAATGGCTCGGA
ACCGGAGGATTGACGACTAATGCACCGCCACAAGGCAGAGATGTGGTCGAATGGCTCGGA

1141 1200
TGGTTTGAAGATCAAAACAGAAAACCGACTCCTGATATGATGCAGTATGCGAAARNGAGCA
TGGTTTGAAGATCAAAACAGAAAACCGACTCCTGATATGATGCAGTATGCGAAACGAGCA
TGGTTTGAAGATCAAAACAGAAAACCGACTCCTGATATGATGCAGTATGCGAAACGAGCA
TGGTTTGAAGATCAAAACAGAAAACCGACTCCTGATATGATGCAGTATGCGAAACGAGCA
TGGTTTGAAGATCAAAACAGAAAACCGACTCCTGATATGATGCAGTATGCGAAACGAGCA

1201 1260
GTCATGTCACTGCAAGGCCTAAGAGAGAAGACAATTGGCAAGTATGCTAAGTCAGAATTT
GTCATGTCACTGCAAGGCCTAAGAGAGAAGACAATTGGCAAGTATGCTAAGTCAGAATTT -
GTCATGTCACTGCAAGGCCTAAGAGAGAAGACAATTGGCAAGTATGCTAAGTCAGAATTT
GTCATGTCACTGCAAGGCCTAAGAGAGAAGACAATTGGCAAGTATGCTAAGTCAGAATTT
GTCATGTCACTGCAAGGCCTAAGAGAGAAGACAATTGGCAAGTATGCTAAGTCAGAATTT

1261 1269
GACAAATGA
GACAAATGA
GACAAATGA
GACAAATGA
GACAAATGA
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1 : ' 60
MSVTVKRIIDNTVIVPKLPANEDPVEYPADYFRKSKEIPLYINTTKSLSDLRGYVYQGLK
MSVTVKRIIENTVIVPKLPANEDPVEYPADYFRKSKEIPLYINTTKSLSDLRGYVYQGLK
MSVIVKRIIDNTVIVPKLPANEDPVEYPADYFRKSKEIPLYINTTKSLSDLRGYVYQGLK

............................................................

61 ‘ 120

' SGNVSIIHVNSYLYGALKDIRGKLDKDWSSFGINIGKAGDTIGIFDLVSLKALDGVLPDG

SGNVSIIHVNSYLYGALKDIRGKLDKDWSSFGINIGKAGDTIGIFDLVSLKALDGVLPDG
SGNVSIIHVNSYLYGALKDIRGKLDKDWSSFGINIGKAGDTIGIFDLVSLKALDGVLPDG
-...SIIHVNSYLYGALKDIRGKLDKDWSSFGINIGKAGDTIGIFDLVSLKALDGVLPDG -

121 : : : 180
VSDASRTSADDKWLPLYLLGLYRVGRTQMPEYRKELMDGLTNQCKMINEQFEPLVPEGRD
VSDASRTSADDKWLPLYLLGLYRVGRTQMPEYRKRLMDGLTNQCKMINEQFEPLVPEGRD
VSDASRTSADDKWLPLYLLGLYRVGRTQMPEYRKRLMDGLTNQCKMINEQFEPLVPEGRD
VSDASRTSADDKWLPLYLLGLYRVGRTQMPEYRKRLMDGLTNQCKMINEQFEPLVPEGRD

181 . 240
IFDVWGNDSNYTKIVAAVDMFFHMFKKHECASFRYGTIVSRFKDCAALATFGHLCKITGM
IFDVWGNDSNYTKIVAAVDMFFHMFKKHECASFRYGTIVSRFKDCAALATFGHLCKITGM
IFDVWGNDSNYTKIVAAVDMFFHMFKKHECASFRYGTIVSRFKDCAALATFGHLCKITGM
IFDVWGNDSNYTKIVAAVDMFFHMFKKHECASFRYGTIVSRFKDCAALATFGHLCKITGM

241 ' . 300

- STEDVTTWILNREVADEMVQOMMLPGQEIDKADSYMPYLIDFGLSSKSPYSSVKNPAFHFW

STEDVTTWILNREVADEMVOMMLPGQEIDKADSYMPYLIDFGLSSKSPYSSVKNPAFHFW

- STEDVTTWILNREVADEMVQMML PGQEIDKADSYMPYLIDFGLSSKSPYSSVKNPAFHFW

STEDVTTWILNREVADEMVQMML PGQEIDKADSYMPYLIDFGLSSKSPYSSVKNPAFHFW

301 360
GQLTALLLRSTRARNARQPDDIEYTSLTTAGLLYAYAVGSSADLAQQFCVGDRKYTPDDS
GQLTALLLRSTRARNARQPDDIEYTSLTTAGLLYAYAVGSSADLAQQFCVGDSKYTPDDS
GQLTALLLRSTRARNARQPDDIEYTSLTTAGLLYAYAVGSSADLAQQFCVGDSKYTPDDS
e1o) 7 L DIEYTSHTTAGLLYAYAVGSSADLAMQFCVGDSKYTPDDS

361 : 420
TGGLTTNAPPQGRDVVEWLGWFEDQNRKPTPDMMQYAKRAVMSLOQGLREKTIGKYAKSEF
TGGLTTNAPPQGRDVVEWLGWFEDQNRKPTPDMMQYAKRAVMSLOGLREKTIGKYAKSEF
TGGLTTNAPPQGRDVVEWLGWFEDQNRKPTPDMMQYAKRAVMSLQGLREKTIGKYAKSEF
TGGLTTNAPPQGRDVVEWLGWFEDQNRKPTPDMMQYAKRAVMSLQGLREKTIGKYAKSEF

421 423
DK.
DK.
DK.
DK.
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1 60
ATGGATAATCTCACAAARAGTTCGTGAGTATCTCAAGTCCTATTCTCGTCTEGATCAGGCG
ATGGATAATCTCACAAAAGTTCGTGAGTATCTCAAGTCCTATTCTCGTCTAGATCAGGCG
ATGGATAATCTCACAAAAGTTCGTGAGTATCTCAAGTCCTATTCTCGTCTAGATCAGGCG
ATGGATAATCTCACAAAAGTTCGTGAGTATCTCAAGTCCTATTCTCGTCTAGATCAGGCG
ATGGATAATCTCACAAAAGTTCGTGAGTATCTCAAGTCCTATTCTCGTCTAGATCAGGCG

61 S ) 120
GTAGGAGAGATAGATGAGATCGAAGCACAACGAGCTGAAAAGTCCAATTATGAGTTGTTC
GTAGGAGAGATAGATGAGATCGAAGCACAACGAGCTGAAAAGTCCAATTATGAGTTGTTC
GTAGGAGAGATAGATGAGATCGAAGCACAACGAGCTGAAAAGTCCAATTATGAGTTGTTC
GTAGGAGAGATAGATGAGATCGAAGCACAACGAGCTGAAAAGTCCAATTATGAGTTGTTC
GTAGGAGAGATAGATGAGATCGAAGCACAACGAGCTGAAAAGTCCAATTATGAGTTGTTC

121 180 °
CAAGAGGAEGGAGTGGAAGAGCATACTAEGCCCTCTTATTTTCAGGCAGCAGATGATTCT
CAAGAGGACGGAGTGGAAGAGCATACTAGGCCCTCTTATTTTCAGGCAGCAGATGATTCT
CAAGAGGACGGAGTGGAAGAGCATACTAGGCCCTCTTATTTTCAGGCAGCAGATGATTCT
CAAGAGGACGGAGTGGAAGAGCATACTAGGCCCTCTTATTTTCAGGCAGCAGATGATTCT
CAAGAGGACGGAGTGGAAGAGCATACTAGGCCCTCTTATTTTCAGGCAGCAGATGATTCT

181 v 240
GACACAGAATCTGAACCAGAAATTGAAGACAATCAAGGRTTGTATGEACINEGATCCRGAA
GACACAGAATCTGAACCAGAAATTGAAGACAATCAAGGCTTGTATGTACCAGATCCGGAA
GACACAGAATCTGAACCAGAAATTGAAGACAATCAAGGCTTGTATGTACCAGATCCGGAA
GACACAGAATCTGAACCAGAAATTGAAGACAATCAAGGCTTGTATGTACCAGATCCGGAA
GACACAGAATCTGAACCAGAAATTGAAGACAATCAAGGCTTGTATGTACCAGATCCGGAA

241 300
GCTGAGCAAGTTGAAGGCTTTATACAGGGGCCTTTAGATGACTATGCRAGATGAGGARGTG
GCTGAGCAAGTTGAAGGCTTTATACAGGGGCCTTTAGATGACTATGCGGATGAGGACGTG
GCTGAGCAAGTTGAAGGCTTTATACAGGGGCCTTTAGATGACTATGCGGATGAGGACGTG
GCTGAGCAAGTTGAAGGCTTTATACAGGGGCCTTTAGATGACTATGCGGATGAGGACGTG
GCTGAGCAAGTTGAAGGCTTTATACAGGGGCCTTTAGATGACTATGCGGATGAGGACGTG

301 360
GATGTTGTATTHACTTCGGACTGGAAACCCTGAGCTTGAATCHGACGAGCATGGAAAG
GATGTTGTATTCACTTCGGACTGGAAACAGCCTGAGCTTGAATCCGACGAGCATGGAAAG
GATGTTGTATTCACTTCGGACTGGAAACAGCCTGAGCTTGAATCCGACGAGCATGGAAAG
GATGTTGTATTCACTTCGGACTGGAAACAGCCTGAGCTTGAATCCGACGAGCATGGAAAG
GATGTTGTATTCACTTCGGACTGGAAACAGCCTGAGCTTGAATCCGACGAGCATGGAAAG

361 : 420

ACCTTACGGTTGACATEGCCAGAGGGTTTAAGTGGAGAGCAGAAATCCCAGTGGCTTTRG
ACCTTACGGTTGACATTGCCAGAGGGTTTAAGTGGAGAGCAGARATCCCAGTGGCTTTTG
ACCTTACGGTTGACATTGCCAGAGGGTTTAAGTGGAGAGCAGAAATCCCAGTGGCTTTTG
ACCTTACGGTTGACATTGCCAGAGGGTTTAAGTGGAGAGCAGAAATCCCAGTGGCTTTTG
ACCTTACGGTTGACATTGCCAGAGGGTTTAAGTGGAGAGCAGAAATCCCAGTGGCTTTTG

FIGURE 16-1
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nucl.
nucl.
nucl.
nucl.
nucl.

421 ' 480
ACGATTAAAGCAGTCGT@CAAAGTGCCAAAEACTGGAATCTGGCAGAGTGCACATTTGAA
ACGATTAAAGCAGTCGTTCAAAGTGCCAAACACTGGAATCTGGCAGAGTGCACATTTGAA
ACGATTAAAGCAGTCGTTCAAAGTGCCAAACACTGGAATCTGGCAGAGTGCACATTTGAA
ACGATTAAAGCAGTCGTTCAAAGTGCCAAACACTGGAATCTGGCAGAGTGCACATTTGAA
ACGATTAAAGCAGTCGTTCAAAGTGCCAAACACTGGAATCTGGCAGAGTGCACATTTGAA

481 540
GCATCGGGAGAAGGGGTCATEAT@AAEEAGCGCCAGATAACTCCGGATGTATATAAGGTC
GCATCGGGAGAAGGGGTCATCATAAAAAAGCGCCAGATAACTCCGGATGTATATAAGGTC
GCATCGGGAGAAGGGGTCATCATAAAAAAGCGCCAGATAACTCCGGATGTATATAAGGTC
GCATCGGGAGAAGGGGTCATCATAAAAAAGCGCCAGATAACTCCGGATGTATATAAGGTC
GCATCGGGAGAAGGGGTCATCATAAAAAAGCGCCAGATAACTCCGGATGTATATAAGGTC

541 600
ACTCCAGTGATGAACACACATCCGTCCCAATCAGAAGCEGTATCAGATGTTTGGTCTCTC
ACTCCAGTGATGAACACACATCCGTCCCAATCAGAAGCCGTATCAGATGTTTGGTCTCTC
ACTCCAGTGATGAACACACATCCGTCCC AR . & L it vttt e ettt e et et eeanens
ACTCCAGTGATGAACACACATCCGTCCCAATCEGAAGCCGTATCAGATGTTTGGTCTCTC
ACTCCAGTGATGAACACACATCCGTCCCAATCAGAAGCCGTATCAGATGTTTGGTCTCTC

601 6850
TCAAAGACATCCATGACTTTCCAACCCAAGAAAGCAAGTCTTCAGCCTCTCACCATATCC
TCAAAGACATCCATGACTTTCCAACCCAAGAAAGCAAGTCTTCAGCCTCTCACCATATCC
TCAAAGACATCCATGACTTTCCAACCéAAéAAAééAAéiCTTCAGCCTCTCACCATATCC
TCARAGACATCCATGACTTTCCAACCCAAGAAAGCAAGTCTTCAGCCTCTCACCATATCC

661 720

‘TTGGATGAATTGTTCTCATCTAGAGGAGAETTCATCTCTGTCGGAGGT@ACGGACGAATG

TTGGATGAATTGTTCTCATCTAGAGGAGAATTCATCTCTGTCGGAGGTAACGGACGAATG
TTGGATGAATTGTTCTCATCTAGAGGAGAATTCATCTCTGTCGGAGGTAACGGACGAATG
TTGGATGAATTGTTCTCATCTAGAGGAGAATTCATCTCTGTCGGAGGTAACGGACGAATG

721 - 780
TCTCATAAAGAGGCCATCCTGCTCGCRCTGAGRTACAAAAAGTTGTACAATCAGGCGAGA
TCTCATAAAGAGGCCATCCTGCTCGGTCTGAGGTACAAAAAGTTGTACAATCAGGCGAGA
TCTCATAAAGAGGCCATCCTGCfCGGTCTGAGGTACAAAAAGTTGTACAATCAGGCGAGA
TCTCATAAAGAGGCCATCCTGCTCGGTCTGAGGTACAAAAAGTTGTACAATCAGGCGAGA

781 798
GTCAAATATTCTCTGTAG
GTCAAATATTCTCTGTAG
GTCAAATATTCTCTGTAG
GTCAAATATTCTCTGTAG
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1 60
MDNLTKVREYLKSYSRLDQAVGEIDEIEAQRAEKSNYELFQEDGVEEHTIIPSYFQAADDS
MDNLTKVREYLKSYSRLDQAVGEIDEIEAQRAEKSNYELFQEDGVEEHTRPSYFQAADDS
MDNLTKVREYLKSYSRLDQAVGEIDEIEAQRAEKSNYELFQEDGVEEHTRPSYFQAADDS
MDNLTKVREYLKSYSRLDQAVGEIDEIEAQRAEKSNYELFQEDGVEEHTRPSYFQAADDS
MDNLTKVREYLKSYSRLDQAVGEIDEIEAQRAEKSNYELFQEDGVEEHTRPSYFQAADDS

61 . 120
DTESEPEIEDNQGLYEDPEAEQVEGFIQGPLDDYADEBVDVVFTSDWKEPELESDEHGK
DTESEPEIEDNQGLYVPDPEAEQVEGFIQGPLDDYADEDVDVVETSDWKQPELESDEHGK
DTESEPEIEDNQGLYVPDPEAEQVEGFIQGPLDDYADEDVDVVFTSDWKQPELESDEHGK
DTESEPEIEDNQGLYVPDPEAEQVEGF IQGPLDDYADEDVDVVFTSDWKQPELESDEHGK .
DTESEPEIEDNQGLYVPDPEAEQVEGFIQGPLDDYADEDVDVVEFTSDWKQPELESDEHGK

121 180
TLRLTEPEGLSGEQKSQWLETIKAVVQSAKHWNLAECTFEASGEGVINKBRQITPDVYKY
TLRLTLPEGLSGEQKSQWLLTIKAVVQSAKHWNLAECTFEASGEGVIIKKRQITPDVYKV
TLRLTLPEGLSGEQKSQWLLTIKAVVQSAKHWNLAECTFEASGEGVIIKKRQITPDVYKV
TLRLTLPEGLSGEQKSQWLLTIKAVVQSAKHWNLAECTFEASGEGVIIKKRQITPDVYKV
TLRLTLPEGLSGEQKSQWLLTIKAVVQSAKHWNLAECTFEASGEGVIIKKRQITPDVYKV

181 240
TPVMNTHPSQSEAVSDVWSLSKTSMTFQPKKASLQPLTISLDELFSSRGEFISVGGEGRM
TPVMNTHPSQSEAVSDVWSLSKTSMTFQPKKASLQPLTISLDELFSSRGEF I SVGGNGRM
TPVMNTHPSQ. . oo vvovn. .. P
TPVMNTHPSQSEAVSDVWSLSKTSMTFQPKKASLQPLTISLDELFSSRGEFISVGGNGRM
TPVMNTHPSQSEAVSDVWSLSKTSMTFQPKKASLQPLTISLDELFSSRGEFISVGGNGRM

241 ' 266
SHKEAILLGLRYKKLYNQARVKYSL
SHKEAILLGLRYKKLYNQARVKYSL
éﬁkﬁélLLGLRYKKLYNQARVKYSL
SHKEAILLGLRYKKLYNQARVKYSL
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GenBank
HR
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GenBank

GenBank
HR
M3
M4

GenBank
HR

‘M3

M4

RRERREXR TRRR RRER RRRR RRRR TRRR RRRR RRRR

RRRERXR

nucl.
nucl.
nucl.
nucl.

nucl.
nucl.
nucl.
nucl.

nucl.
nucl.
nucl.
nucl.

nucl.
nucl.
nucl.
nucl.

nucl.
nucl.
nucl.
nucl.

nucl.
nucl.
nucl.
nucl.

nucl.
nucl.
nucl.
nucl.

nucl.
nucl.
nucl.
nucl.

nucl.
nucl.
nucl.
nucl.

1 60

ATGAGTTCCTTAAAGAAGATTCTCGGTCTGAAGGGGAAAGGTAAGAAATCTAAGAAATTA
ATGAGTTCCTTAAAGAAGATTCTCGGTCTGAAGGGGAAAGGTAAGAAATCTAAGAAATTA
ATGAGTTCCTTAAAGAAGATTCTCGGTCTGAAGGGGAAAGGTAAGAAATCTAAGAAATTA

- ATGAGTTCCTTAAAGAAGATTCTCGGTCTGAAGGGGAAAGGTAAGAAATCTAAGAAATTA

61 ‘ 120

GGGATCGCACCACCCCCTTATGAAGAGGACACTA@CATGGAGTATGCTCCGAGCGCTCCA
GGGATCGCACCACCCCCTTATGAAGAGGACACTAACATGGAGTATGCTCCGAGCGCTCCA
GGGATCGCACCACCCCCTTATGAAGAGGACACTAACATGGAGTATGCTCCGAGCGCTCCA
GGGATCGCACCACCCCCTTATGAAGAGGACACTAACATGGAGTATGCTCCGAGCGCTCCA

121 ' 180
ATTGACAAATCCTATTTTGGAGTTGACGAGATGGACACEEATGATCCGHATCAATTAAGA
ATTGACAAATCCTATTTTGGAGTTGACGAGATGGACACTCATGATCCGCATCAATTAAGA
ATTGACAAATCCTATTTTGGAGTTGACGAGAEGGACACTCATGATCCGCATCAATTAAGA
ATTGACAAATCCTATTTTGGAGTTGACGAGATGGACACTCATGATCCGCATCAATTAAGA

181 240
TATGAGAAATTCTTCTTTACAGTGAAAATGACGGTTAGATCTAATCGTCCGTTCAGAACA
TATGAGAAATTCTTCTTTACAGTGAAAATGACGGTTAGATCTAATCGTCCGTTCAGAACA
TATGAGAAATTCTTCTTTACAGTGAAAATGACGGTTAGATCTAATCGTCCGTTCAGAACA
TATGAGAAATTCTTCTTTACAGTGAAAATGACGGTTAGATCTAATCGTCCGTTCAGAACA -

241 300
TACTCAGATGTGGCAGCCGCTGTATCCCATTGGGATCACATGTACATCGGAATGGCAGGG
TACTCAGATGTGGCAGCCGCTGTATCCCATTGGGATCACATGTACATCGGAATGGCAGGG
TACTCAGATGTGGCAGCCGCTGTATCCCATTGGGATCACATGTACATCGGAATGGCAGGG
TACTCAGATGTGGCAGCCGCTGTATCCCATTGGGATCACATGTACATCGGAATGGCAGGG

301 360

"AAACGTCCCTTCTACAAMATCTTGGCTTTTTTGGGTTCTTCTAATCTAAAGGCCACTCCA

AAACGTCCCTTCTACAAGATCTTGGCTTTTTTGGGTTCTTCTAATCTAAAGGCCACTCCA
AAACGTCCCTTCTACAAGATCTTGGCTTTTTTGGGHTCTTCTAATCTAAAGGCCACTCCA
AAACGTCCCTTCTACAAGATCTTGGCTTTTTTGGGTTCTTCTAATCTAAAGGCCACTCCA

361 : 420
GCGGTATTGGCAGATCAAGGTCAACCAGAGTATCAC"CTCACTGEGAAGGCAGGGCTTAT
GCGGTATTGGCAGATCAAGGTCAACCAGAGTATCACGCTCACTGTGAAGGCAGGGCTTAT
GCGGTATTGGCAGATCAAGGTCAACCAGAGTATCACGCTCACTGTGAAGGCAGGGCTTAT
GCGGTATTGGCAGATCAAGGTCAACCAGAGTATCACGCTCACTGTGAAGGCAGGGCTTAT

421 480
TTGCCACAEAGEATGGGGAAGACCCCTCCCATGCTCAATGTACCAGAGCACTTCAGAAGA

- TTGCCACACAGAATGGGGAAGACCCCTCCCATGCTCAATGTACCAGAGCACTTCAGAAGA

TTGCCACACAGAATGGGGAAGACCCCTCCCATGCTCAATGTACCAGAGCACTTCAGAAGA
TTGCCACACAGAATGGGGAAGACCCCTCCCATGCTCAATGTACCAGAGCACTTCAGAAGA

481 540
CCATTCAATATAGGTCTTTACAAGGGAACGHTTGAGCTCACAATGACCATCTACGATGAT
CCATTCAATATAGGTCTTTACAAGGGAACGGTTGAGCTCACAATGACCATCTACGATGAT
CCATTCAATATAGGTCTTTACAAGGGAACGGTTGAGCTCACAATGACCATCTACGATGAT
CCATTCAATATAGGTCTTTACAAGGGAACGGTTGAGCTCACAATGACCATCTACGATGAT

FIGURE 18-1
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541 600
GAGTCACTGGAAGCAGCTCCTATGATCTGGGATCATTTCAATTCTTCCAAATTTTCTGAT
GAGTCACTGGAAGCAGCTCCTATGATCTGGGATCATTTCAATTCTTCCAAATTTTCTGAT
GAGTCACTGGAAGCAGCTCCTATGATCTGGGATCATTTCAATTCTTCCAAATTTTCTGAT
GAGTCACTGGAAGCAGCTCCTATGATCTGGGATCATTTCAATTCTTCCAAATTTTCTGAT

601 ' . : 660
TTCAGAGAGAAGGCCTTAATGTTTGGCCTGATTGTCGAGAAAAAGGCATC TGGAGCRTGS
TTCAGAGAGAAGGCCTTAATGTTTGGCCTGATTGTCGAGAAAAAGGCATCTGGAGCTTGG
TTCAGAGAGAAGGCCTTAATGTTTGGCCTGATTGTCGAGAAAAAGGCATCTGGAGCTTGG
TTCAGAGAGAAGGCCTTAATGTTTGGCCTGATTGTCGAGAAAAAGGCATCTGGAGCTTGG

661 690
GTCCTGGATTCTITCAGCCACTTCAAATGA
GTCCTGGATTCTGTCAGCCACTTCAAATGA
GTCCTGGATTCTGTCAGCCACTTCAAATGA
GTCCTGGATTCTGTCAGCCACTTCAAATGA

FIGURE 18-2
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1 ' , 60
MSSLKKILGLKGKGKKSKKLGIAPPPYEEDTEMEYAPSAPIDKSYFGVDEMDTHDPEQLR
MSSLKKILGLKGKGKKSKKLGIAPPPYEEDTNMEYAPSAPIDKSYFGVDEMDTHDPHQLR
MSSLKKILGLKGKGKKSKKLGIAPPPYEEDTNMEYAPSAPIDKSYFGVDEMDTHDPHOLR
MSSLKKILGLKGKGKKSKKLGIAPPPYEEDTNMEYAPSAPIDKSYFGVDERDTHDPHQLR

61 o : 120
YEKFFFTVKMTVRSNRPFRTYSDVAAAVSHWDHMY IGMAGKRPFYKILAFLGSSNLKATP
YEKFFFTVKMTVRSNRPFRTYSDVAAAVSHWDHMY IGMAGKRPFYKILAFLGSSNLKATP
YEKFFFTVKMTVRSNRPFRTYSDVAAAVSHWDHMY IGMAGKRPFYKILAFLGSSNLKATP
YEKFFFTVKMTVRSNRPFRTYSDVAAAVSHWDHMY IGMAGKRPFYKILAFLGSSNLKATP

121 : 180
AVLADQGQPEYHEHCEGRAYLPHRMGKTPPMLNVPEHFRRPFNIGLYKGTEELTMTIYDD
AVLADQGQPEYHAHCEGRAYLPHRMGKTPPMLNVPEHFRRPFNIGLYKGTVELTMTIYDD
AVLADQGQPEYHAHCEGRAYLPHRMGKTPPMLNVPEHFRRPFNIGLYKGTVELTMTIYDD
AVLADQGQPEYHAHCEGRAYLPHRMGKTPPMLNVPEHFRRPFNIGLYKGTVELTMTIYDD

181 230
ESLEAAPMIWDHFNSSKFSDFREKALMFGLIVEKKASGAWVLDSHSHFK .
ESLEAAPMIWDHFNSSKFSDFREKALMFGLIVEKKASGAWVLDSVSHFK.
ESLEAAPMIWDHFNSSKFSDFREKALMFGLIVEKKASGAWVLDSVSHFK .
ESLEAAPMIWDHFNSSKFSDFREKALMFGLIVEKKASGAWVLDSVSHFK .

FIGURE 19
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GenBank

(pRa NI N2 N0!

DOQQ (A EORANANN] (2 EnEANANY!

(s N NORANN

DOOQQ [P RO NIEONN

DOQOQ

nucl.
nucl.
nucl.
nucl.
nucl.

nucl.
nucl.
nucl.
.nucl.
nucl. .

nucl.
nucl.
nucl.
nucl.
nucl.

nucl.
nucl.
nucl.
nucl.
nucl.

nucl.
nucl.
nucl.
nucl.
nucl.

nucl.
nucl.
nucl.
nucl.
nucl.

nucl.
nucl.
nucl.
nucl.
nucl.

nucl.
nucl.
nucl.
nucl.
nucl.

1 ' 60
ATGAAGTGCCTTTTGTACTTAGCETTTTTATTCATRGGGGTGAATTGCAAGTTCACCATA
ATGAAGTGCCTTTTGRACTTAGCTTTTTTATTCATCGGGGTGAATTGCAAGTTCACCATA
ATGAAGTGCCTTTTGTACTTAGCTTTTTTATTCATCGGGGTGAATTGCAAGTTCACCATA
ATGAAGTGCCTTTTGTACTTAGCTTTTTTATTCATCGGGGTGAATTGCAAGTTCACCATA

61 120
GTTTTTCCAMACAACCAAAAAGGAAACTGGAAAAATGTTCCTTCHAATTACCATTATTGC
GTTTTTCCATACAACCAAAAAGGAAACTGGAAAAATGTTCCTTCCAATTACCATTATTGE
GTTTTTCCATACAACCEAAAAGGAAACTGGAAAAATGTTCCTTCCAATTACCATTATTGC
GTTTTTCCATACAACCAAAAAGGAAACTGGAAAAATGTTCCTTCCAATTACCATTATTGC

121 180
CCGTCAAGCTCAGATTTAAATTGGCATAATGACTTAATAGGCACAGCC"TACAAGTCAAA
CCGTCAAGCTCAGATTTAAATTGNCATAATGACTTAATAGGCACAGCCTTACAAGTCAAA
CCGTCAAGCTCAGATTTARATTGGCATAATGACTTAATAGGCACAGCCTTACAAGTCAAA
CCGTCAAGCTCAGATTTAAATTGGCATAATGACTTAATAGGCACAGCCTTACAEGTCAAA

181 ' 240
ATGCCCAAGAGTCACAAGGCTATTCAAGCAGACGGTTGGATGTGTCATGCTTCCAAATGG

- ATGCCCAAGAGTCACAAGGCTATTCAAGCAGACGGTTGGATGTGTCATGCTTCCAAATGG

ATGCCCAAGAGTCACAAGGCTATTCAAGCAGACGGTTGGATGTGTCATGCTTCCAAATGG
ATGCCCAAGAGTCACAAGGCTATTCAAGCAGACGGTTGGATGTGTCATGCTTCCAAATGG

241 300
GTCACTACTTGTGATTTCCGCTGGTAGGACCGAAGTATATAACACAGTCCATCCGATCC
GTCACTACTTGTGATTTCCGCTGGTACGGACCGAAGTATATAACACATTCCATCCGATCC
GTCACTACTTGTGATTTCCGCTGGTACGGACCGAAGTATATAACACATTCCATCCGATCC
GTCACTACTTGTGATTTCCGCTGGTACGGACCGAAGTATATAACACATTCCATCCGATCC

301 360
TTCACTCCATCTGTAGAACAATGCAAGGAAAGCATTGAACAAACGAAACAAGGAACTTGG
TTCACTCCATCTGTAGAACAATGCAAGGAAAGCATTGAACAAACGARACAAGGAACTTGG
TTCACTCCATCTGTAGAACAATGCAAGGAAAGCATTGAACAAACGAAACAAGGAACTTGG
TTCACTCCATCTGTAGAACAATGCAAGGAAAGCATTGAACAAACGAAACAAGGAACTTGG

361 420
CTGAATCCAGGCTTCCCTCCTCAAAGTTGTGGATATGCAACTGTGACGGATGCEGAAGCA
CTGAATCCAGGCTTCCCTCCTCAAAGTTGTGGATATGCAACTGTGACGGATGCTGAAGCA
CTGAATCCAGGCTTCCCTCCTCAAAGTTGTGGATATGCAACTGTGACGGATGCTGAAGCA
CTGAATCCAGGCTTCCCTCCTCAAAGTTGTGGATATGCAACTGTGACGGATGCTGAAGCA

421 ' 480
GRGATTGTCCAGGTGACTCCTCACCATGTGCTI@GTTGATGAATACACAGGAGAATGGGTT
GCGATTGTCCAGGTGACTCCTCACCATGTGCTTGTTGATGAATACACAGGAGAATGGGTT

GCGATTGTCCAGGTGACTCCTCACCATGTGCTTGTTGATGAATACACAGGAGAATGGGTT

" GCGATTGTCCAGGTGACTCCTCACCATGTGCTTGTTGATGAATACACAGGAGAATGGGTT

FIGURE 20-1
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nucl.
nucl.
nucl.
nucl.
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nucl.
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nucl.
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nucl.
nucl.
nucl.
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481 540
GATTCACAGTTCATCAACGGAAAATGCAGCAATEACATATGCCCCACTGTCCATAACTCI
GATTCACAGTTCATCAACGGAAAATGCAGCAATGACATATGCCCCACTGTCOATAACTCC
GATTCACAGTTCATCAACGGAAAATGCAGCAATCACATATGCCCCACTGTCCATAACTCC
GATTCACAGTTCATCAACGGAAAATGCAGCAATGACATATGCCCCACTGTCCATAACTCC

541 ' 600
ACAACCTGGCATTCEGACTATAAGGTCAAAGGGCTATGTGATTCTAACCTCATTTCCATG
ACAACCTGGCATTCCGACTATAAGGTCAAAGGGCTATGTGATTCTAACCTCATTTCCATG
ACAACCTGGCATTCCGACTATAAGGTCAAAGGGCTATGTGATTCTAACCTCATTTCCATG
ACAACCTGGCATTCCGACTATAAGGTCAAAGGGCTATGTGATTCTAACCTCATTTCCATG

601 660
GACATCACCTTCTTCTCAGAGGACGGAGAGCTATCATCCCTEGGAAAGGAGGGCACAGGS
GACATCACCTTCTTCTCAGAGGACGGAGAGCTATCATCCCTAGGAAAGGAGGGCACAGGG
GACATCACCTTCTTCTCAGAGGACGGAGAGCTATCATCCCTAGGAAAGGAGGGCACAGGG
GACATCACCTTCTTCTCAGAGGACGGAGAGCTATCATCCCTAGGAAAGGAGGGCACAGGG

661 720
TTCAGAAGTAACTACTTTGCTTATGAAACTGGAG@CAAGGCCTGCAAAATGCAETACTGC
TTCAGAAGTAACTACTTTGCTTATGAAACTGGAGACAAGGCCTGCAAAATGCAGTACTGC
TTCAGAAGTAACTACTTTGCTTATGAAACTGGAGACAAGGCééééAAAATGCAGTACTGC
TTCAGAAGTAACTACTTTGCTTATGAAACTGGAGACAAGGCCTGCARAAATGCAGTACTGC

721 780
AAGCEITTGGGGAGTCAGACTCCCATCAGGTGTCTGGTTCGAGATGGCTGATAAGGATCTC
AAGCGTTGGGGAGTCAGACTCCCATCAGGTGTCTGGTTCGAGATGGCTGATAAGGATCTC
AAGCETTGGGGAGTCAGACTCCCATCAGGTGTCTGGTTCGAGATGGCTGATAAGGATCTC
AAGCGTTGGGGAGTCAGACTCCCATCAGGTGTCTGGTTCGEGATGGCTGATAAGGATCTC

781 840

ATTTGCTGCAGCCAGATTCCCTGAATGCCCAGAAGGGTCAAGTATCTCTGCTCCATCTCAG

TTTGCTGCAGCCAGATTCCCTGAATGCCCAGAAGGGTCAAGTATCTCTGCTCCATCTCAG
................................... e iieiii......CCATCTCAG
TTTGCTGCAGCCAGATTCCCTGAATGCCCAGAAGGGTCAAGTATCTCTGCTCCATCTCAG
TTTGCTGCAGCCAGATTCCCTGAATGCCCAGAAGGGTCAAGTATCTCTGCTCCATCTCAG

841 S00
ACCTCAGTGGATGTAAGTCTHATTCAGGACGTTGAGAGGATCTTGGATTATTCCCTCTGC
ACCTCAGTGGATGTAAGTCTCATTCAGGACGTTGAGAGGATCTTG . . v v v v v v v v v e et
ACCTCAGTGGATGTAAGTCTCATTCAGGACGTTGAGAGGATCTTGGATTATTCCCTCTGC
ACCTCAGTGGATGTAAGTCTCATTCAGGACGTTGAGAGGATCTTGGATTATTCCCTCTGC
ACCTCAGTGGATGTAAGTCTCATTCAGGACGTTGAGAGGATCT . o v v v oo e ee e e ns
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nucl.
nucl.
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nucl.
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nucl.
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nucl.
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901 960
CAAGAAACCTGGAGCAAAATCAGAGCGGGTCTTCCRATCTCTCCAGTGGATCTCAGCTAT
CAAGAAACCTGGAGCAARATCAGAGCGGGTCTTCCCATCTCTCCAGTGGATCTCAGCTAT
CAAGAAACCTGGAGCAAAATCAGAGCGGGTCTTCCCATCTCTCCAGTGGATCTCAGCTAT

961 1020
CTTGCTCCTAAAAACCCAGGAACCGGTCCTGCTTTCACCATAATCAATGGTACCCTAAAA
CTTGCTCCTAAAAACCCAGGAACCGGTCCTGEEééﬁAééAfAAééAAféééAééééAAAA
CTTGCTCCTAAAAACCCAGGAACCGGTCCTGCTTTCACCATAATCAATGGTACCCTAAAR

1021 1080
TACTTTGAGACCAGATACATCAGAGTCGATATTGCTGCTCCAATCCTCTCAAGAATGGTC
TACTTTGAGACCAGATACATCAGAGTCGATATTGCTGCTCCAATCCTCTCAAéAATGGTC
TACTTTGAGACCAGATACATCAGAGTCGATATTGCTGCTCCAATCCTCTCAAGAATGGTC
TACTTTGAGACCAGATACATCAGAGTCGATATTGCTGCTCCAATCCTCTCAAGAATGGTC

1081 1140
GGAATGATCAGTGGAACTACCACAGAAAGGGAACTGTGGGATGACTGGGCACCATATGAR
GGAATGATCAGTGGAACTACCACAGAAAGGGAACTGTGGGATGACTGGGCTCCATATGAA
GGAATGATCAGTGGAACTACCACAGAAAGGGAACTGTGGGATGACTGGGCTCCATATGAA
GGAATGATCAGTGGAACTACCACAGAAAGGGAACTGTGGGATGACTGGGCTCCATATGAA

1141 ' g 1200
GACGTGGAAATTGGACCCAATGGAGTTCTGAGGACCAGTTCAGGATATAAGTTTCCTTTA
GACGTGGAAATTGGACCCAATGGAGTTCTGAGGACCAGTTCAGGATATAAGTTTCCTTTA
GACGTGGAAATTGGACCCAATGGAGTTCTGAGGACCAGTTCAGGATATAAGTTTCCTTTA
GACGTGGAAATTGGACCCAATGGAGTTCTGAGGACCAGTTCAGGATATAAGTTTCCTTTA

1201 : 1260
TAMATGATTGGACATGGTATGTTGGACTCCGATCTTCATCTTAGCTCAAAGGCTCAGGTG
TA%ATGATTGGACATGGTATGTTGGACTCCGATCTTCATCTTAGCTCAAAGGCTCAGGTG
TATATGATTGGACATGGTATGTTGGACTCCGATCTTCATCTTAGCTCAAAGGCTCAGGTG
TATATGATTGGACATGGTATGTTGGACTCCGATCTTCATCTTAGCTCAAAGGCTCAGGTG

1261 , 1320
TTEGAACATCCTCACATTCAAGACGCTGCTTCGCARCTTCCTGATGATGAGAGTTTATTT
TTTGAACATCCTCACATTCAAGACGCTGCTTCGCAGCTTCCTGATGATGAGACTTTATTT
TTTGAACATCCTCACATTCAAGACGCTGETECGCAGCTTCCTGATGATGAGACTTTATTT

- TTTGAACATCCTCACATTCAAGACGCTGCTTCGCAGCTTCCTGATGATGAGACTTTATTT

FIGURE 20-3
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1321 1380
TTTGGTGATACTGGGCTATCCAAAAATCCAATCGAGETTGTAGAAGGTTGGTTCAGTAGT
TTTGGTGATACTGGGCTATCCAAAAATCCAATCGAGTTTGTAGAAGGTTGGTTCAGTAGT
TTTGGTGATACTGGGCTATCCAAAAATCCAATCGAGTTTGTAGAAGGTTGGTTOAGTAGT
TTTGGTGATACTGGGCTATCCAAAAATCCAATCGAGTTTGTAGAAGGTTGCTTCAGTAGT

1381 : ' 1440
TGGAAJAGCTCTATTGCCTCTTTTTTCTTTATCATAGGG TTAATCATTGGACTATTCTTG
TGGAAGAGCTCTATTGCCTCTTTTTTCTTTATCATAGGGTTAATCATTGGACTATTCTTG
TGGAAGAGCTCTATTGCCTCTTTTTTCTTTATCATAGGGTTAATCATTGGACTATTCTTG
TGGAAGAGCTCTATTGCCTCTTTTTTCTTTATCATAGGGTTAATCATTGGACTATTCTTG

1441 : 1500
GTTCTCCGAGTTGGTATMEATC TTTGCATTAAATTAAAGCACACCAAGAAAAGACAGATT

 GTTCTCCGAGTTGGTATTTATCTTTGCATTAAATTAAAGCACACCAAGAAAAGACAGATT

GTTCTCCGAGTTGGTATTTATCTTTGCATTAAATTAAAGCACACCAAGAAAAGACAGATT
GTTCTCCGAGTTGGTATTTATCTTTGCATTAAATTAAAGCACACCAAGAAAAGACAGATT

1501 - 1536
TATACAGACATAGAGATGAACCGACTTGGHAAGTAL
TATACAGACATAGAGATGAACCGACTTGGGAAGTAA
TATACAGACATAGAGATGAACCGACTTGGGAAGTAA
TATACAGACATAGAGATGAACCGACTTGGGAAGTAA
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1 60

MKCLLYLAFLFIGVNCKFTIVFPINQKGNWKNVESNYHYCPSSSDLNWHNDL IGTARQVK
MKCLLILAFLF IGVNCKFTIVF PYNQKGNWKNVPSNYHYCPSSSDLNUENDL IGTALOVK
MKCLLYLAFLFIGVNCKFTIVFPYNKGNWKNVPSNYHYCPSSSDLNWHNDL IGTALQVK
MKCLLYLAFLFIGVNCKFTIVFPYNQKGNWKNVPSNYHYCPSSSDLNWENDL IGTALOVK

61 ’ 120

MPKSHKAIQADGWMCHASKWVTTCDFRWYGPKY ITSIRSFTPSVEQCKES IEQTKQGTW
MPKSHKAIQADGWMCHASKWVTTCDFRWYGPKY ITHSIRSFTPSVEQCKESIEQTKQGTW
MPKSHKAIQADGWMCHASKWVTTCDFRWYGPKYITHSIRSFTPSVEQCKESIEQTKQGTW
MPKSHKAIQADGWMCHASKWVTTCDFRWYGPKYITHSIRSFTPSVEQCKESIEQTKQGTW

t

121 180
LNPGFPPQSCGYATVTDAEAEIVQVTPHHVLVDEYTGEWVDSQFINGKCSNEICPTVHNS
LNPGFPPQSCGYATVTDAEAAIVQVTPHHVLVDEYTGEWVDSQF INGKCSNDICPTVHNS
LNPGFPPQSCGYATVTDAEAAIVQVTPHHVLQbEYTGéWQbéééiﬁéKCSNDICPfOﬁﬁé
LNPGFPPQSCGYATVTDAEAAIVQVTPHHVLVDEYTGEWVDSQF INGKCSNDICPTVHNS

181 ’ 240
TTWHSDYKVKGLCDSNLISMDITFFSEDGELSSLGKEGTGFRSNYFAYETGEKACKMQYC
TTWHSDYKVKGLCDSNLISMDITFFSEDGELSSLGKEGTGFRSNYFAYETGDKACKMQYC -
TTWHSDYKVKGLCDSNLISMDITFFSEDGELSSLGKEGTGFRSNYFAYETGDKACKMQYC
TTWHSDYKVKGLCDSNLISMDITFFSEDGELSSLGKEGTGFRSNYFAYETGDKACKMQYC

241 . 300
KHWGVRLPSGVWFEMADKDLFAAARFPECPEGSSISAPSQTSVDVSLIQDVERILDYSLC
KEWGVRLPSGVWFEMADKDLFAAARFPECPEGSSISAPSQTSVDVSLIQDVERIL. . . . .
..................................... PSQTSVDVSLIQDVERILDYSLC
KHWGVRLPSGVWFEMADKDLFAAARFPECPEGSSISAPSQTSVDVSLIQDVERILDYSLC
KEWGVRLPSGVWFEMADKDLFAAARF PECPEGSSISAPSQTSVDVSLIQDVERI. . . . ..

301 ' . 360
QETWSKIRAGLPISPVDLSYLAPKNPGTGPAFTIINGTLKYFETRYIRVDIAAPILSRMV
QETWSKIRAGLPISPVDLSYLAPKNPGTGPIFTIINGTLKYFETRYIRVDIAAPILSRMV
QETWSKIRAGLPISPVDLSYLAPKNPGTGPAFTIINGTLKYFETRYIRVDIAAPILSRMV
........................................ YFETRYIRVDIAAPILSRMV

361 420
GMISGTTTERELWDDWAPYEDVEIGPNGVLRTSSGYKFPLYMIGHGMLDSDLHLSSKAQV

GMISGTTTERELWDDWAPYEDVEIGPNGVLRTSSGYKFPLYMIGHGMLDSDLHLSSKAQV
GMISGTTTERELWDDWAPYEDVEIGPNGVLRTSSGYKFPLYMIGHGMLDSDLHLSSKAQV
GMISGTTTERELWDDWAPYEDVEIGPNGVLRTSSGYKFPLYMIGHGMLDSDLHLSSKAQV
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421 480°
FEHPHIQDAASQLPDDEELFFGDTGLSKNPIEEVEGWFSSWKSSIASFFFIIGLIIGLFL
FEHPHIQDAASQLPDDETLFFGDTGLSKNPIEFVEGWFSSWKSSIASFFFIIGLIIGLFL
FEHPHIQDARBQLPDDETLFFGDTGLSKNPIEFVEGWFSSWKSSIASFFFIIGLIIGLFL
FEHEHIQDAASQLPDDETLFEGDTGLSKNPIEFVEGWFSSWKSSIASFFFIIGLIIGLFL

481 512
VLRVGIELCIKLKHTKKRQIYTDIEMNRLGK
VLRVGIYLCIKLKHTKKRQIYTDIEMNRLGK
VLRVGIYLCIKLKHTKKRQIYTDIEMNRLGK
VLRVGIYLCIKLKHTKKRQIYTDIEMNRLGK
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1 ' 60

ATGGAAGTCCACGATTTTGAGACCGACGAGTTCAATGATTTCAATGAAGATGACTATGCC
ATGGAAGTCCACGATTTTGAGACCGACGAGTTéAAééAéfééAAééAAéAféAééAfééé
ATGGAAGTCCACGATTTTGAGACCGACGAGTTCAATGATTTCAATGAAGATGACTATGCC

61 : ) 120

ACAAGAGAATTCCTGAATCCCGATGAGCGCATGACGTACTTGAATCATGCTGATTACAAT
ACAAGAGAATTCCTGAATCCCGATGAGCGCAééAééfAéfééAAféAéééféAééAéAAf
ACAAGAGAATTCCTGAATCCCGATGAGCGCATGACGTACTTGAATCATGCTGATTACAAT

121 180
TTGAATTCTCCTCTAATTAGTGATGATATTGACAATTTGATCAGGAAATTCAATTCTCTT
TTGAATTCTCCTCTAATTAGTGATGATATTGACAATTTGATCAGGAAA%&&AA@féféf&
TTGAATTCTCCTCTAATTAGTGATGATATTGACAATTTGATCAGGAAATTCAATTCTCTT

181 ' 240
CCGATTCCCTCGATGTGGGATAGTAAGAACTGGGATGGAGTTCTTGAGATGTTAACATCA
CCGATTCCCTCGATGTGGGATAGTAAGAACTGGGATGGAGTTCTTGAGATGTTAACATCA
CCGATTCCCTCGATGTGGGATAGTAAGAACTGGGATGGAGTTCTTGAGATGTTAACATCA

241 300
TGTCAAGCCAATCCCATCTCAACATCTCAGATGCATAAATGGATGGGAAGTTGGTTAATG
TGTCAAGCCAATCCCATCTCAACATCTCAGAééCATAAATééATGGGAAGTTGGTTAATG
TGTCAAGCCAATCCCATCTCAACATCTCAGATGCATAAATGGATGGGAAGTTGGTTAATG

301 360
TCTGATAATCATGATGCCAGTCAAGGGTATAGTTTTTTACATGAAGTGGACAAAGAGGCA
PCTGATAATCATGATGCCAGTCAAGGGTATAGT T TTTACATGAAGTG . - « v v v o
TCTGATAATCATGATGCCAGTCAAGGGTATAGTTTTTTACATGAAGTGGACAAAGAGGCA

361 420
GAAATAACATTTGACGTGGTGGAGACCTTCATCCGCGGCTGGGGCAACAAACCAATTGAA

GAAATAACATTTGACGTGGTGGAGACCTTCATCCGCGGCTGGGGCAACAAACCAATTGAA

421 480
TACATCAAAAAGGAAAGATGGACTGACTCATTCAAAATTCTCGCTTATTTGTGTCAAAAG

............................................................

TACATCAAAAAGGAAAGATGGACTGACTCATTCAAAATTCTCGCTTATTTGTGTCAAAAG

481 540
TTTTTGGACTTACACAAGTTGACATTAATCTTAAATGCTGTCTCTGAGGTGGAATTGCTC

TTTTTGGACTTACACAAGTTGACATTAATCTTAAATGCTGTCTCTGAGGTGGAATTGCTC

FIGURE 22-1
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541 ' 600
AACTTGGCGAGGACTTTCAAAGGCAAAGTCAGAAGAAGTTCTCATGCAACGAACATATGC

............................................................

AACTTGGCGAGGACTTTCAAAGGCAAAGTCAGAAGAAGTTCTCATGGAACGAACATATGC

601 ' 660
AGGHTTAGGGTTCCCAGCTTGGGTCCTACTTTTATTTCAGAAGGATGGGCTTACTTCAAG

AGGETTAGGGTTCCCAGCTTGGGTCCTACTTTTATTTCAGAAGGATGGGCTTACTTCAAG

661 - - ’ 720
AAACTTGATATTCTAATGGACCGAAACTTTCTGTTAATGGTCAAAGATGTGATTATAGGG

.'AAACTTGATATTCTAATGGACCGAAACTTTCTGTTAATGGTCAAAGATGTGATTATAGGG

721 ' ' 780
AGGATGCAAACGGTGCTATCCATGGTATGTAGAATAGACAACCTGTTCTCAGAGCAAGAC

............................................................

............................................................

AGGATGCAAACGGTGCTATCCATGGTATGTAGAATAGACAACCTGTTCTCAGAGCAAGAC

781 ' 840
ATCTTCTCCCTTCTAAATATCTACAGAATTGGAGATAAAATTGTGGAGAGGCAGGGAAAT

ATCTTCTCCCTTCTAAATATCTACAGAATTGGAGATAAAATTGTGGAGAGGCAGGGAAAT

841 200
TTTTCTTATGACTTGATTAAAATGGTGGAACCGATATGCAACTTGAEGCTGATGAAATTA

TTTTCTTATGACTTGATTARAATGGTGGAACCGATATGCAACTTGARGCTGATGAAATTA

901 ' 960
GCAAGAGAATCAAGGCCTTTAGTCCCACAATTCCCTCATTTTGAAAATCATATCAAGACT

GCAAGAGAATCAAGGCCTTTAGTCCCACAATTCCCTCATTTTGAAAATCATATCAAGACT

961 1020
TCTGTTGATGAAGGGGCAAAAATTGACCGAGGTATAAGATTCCTCCATGATCAGATAATG

............................................................

ATCTGTTGATGAAGGGGCAAAAATTGACCGAGGTATAAGATTCCTCCATGATCAGATAATG
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1021 ' 1080
AGTGTGAAAACAGTGGATCTCACACTGGTGATTTATGGATCGT TCAGACATTGGGGTCAT
................................................ CATTGGGGTCAT

............................................................

AGTGTGAAAACAGTGGATCTCACACTGGTGATTTATGGATCGTTCAGACATTGGGGTCAT

1081 1140
CCTTTTATAGATTATTACECTGGACTAGAAAAATTACATTCCCAAGTAACCATGAAGAAA'
CCTTTTATAGATTATTACGCTGGHCTAGAAAAATTACATTCCCAAGTHACCATIAAGAAA

............................................................

CCTTTTATAGATTATTACGCTGGACTAGAAAAATTACATTCCCAAGTAACCATGAAGAAR

1141 : 1200
GATATTGATGTGTCATATGCAAAAGCACTTGCAAGTGATTTAGCTCGGATTGTTCTATTT
GATATTGATGTGTCATATGCEAAAGCACTTGCAAGTGATTTAGCTCGGATTGTTCTATTT

GATATTGATGTGTCATATGCAAAAGCACTTGCAAGTGATTTAGCTCGGATTGTTCTATTT

1201 1260
«CAACAGTTCAATGATCATAAAAAGTGGTTCGTGAATGGAGACTTGCTCCCTCATGATCAT
CAACAGTTCAATGATCATAMAAAGTGGTTCGTGAATGGAGACTTGCTCCCTCATGATCAT

CAACAGTTCAATGATCATAAAAAGTGGTTCGTGAATGGAGACTTGCTCCCTCATGATCAT

1261 i 1320
CCCTTTAAAAGTCATGTTAAAGAAAATACATGGCCCACAGCTGCTCAAGTTCAAGATTTT
CCCTTTAAAAGTCATGTTAAAGAAAATACATGGCCCACAGCTGCTCAAGTTCAAGATTTT

CCCTTTAAAAGTCATGTTAAAGAAAATACATGGCCCACAGCTGCTCAAGTTCAAGATTTT

1321 ’ 1380.
GGAGATAAATGGCATGAACTTCCGCTGATTAAATGTTTTGAAATACCCGACTTACTAGAC
GGAGATAAATGGCATGAACTTCCGCTGATTAAATGTTTTGAAATACCCGACTTACTAGAC

GGAGATAAATGGCATGAACTTCCGCTGATTAAATGTTTTGAAATACCCGACTTACTAGAC

1381 1440
CCATCGATAATATACTCTGACAAAAGTCATTCAATGAATAGGTCAGAGGTGTTGAAACAT
CCATCGATAATATACTCTGACAAAAGTCATTCAATGAATAGGTCAGAGGTGTTGAAACAT

CCATCGATAATATACTCTGACAAAAGTCATTCAATGAATAGGTCAGAGGTGTTGAAACAT

1441 : 1500
GTCCGAATGAATCCGAACACTCCTATCCCTAGTAAAAAGGTGTTGCAGACTATGTTGGAC
GTCCGAATGAATCCGAACACTCCTATCCCTAGTAAAAAGGTGTTGCAGACTATGTTGGAC

GTCCGAATGAATCCGAACACTCCTATCCCTAGTAAAAAGGTGTTGCAGACTATGTTGGAC

FIGURE 22-3
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1501 - 1560
ACAAAGGCTACCAATTGGAAAGAATTTCTTAAAGAGATTGATGAGAAGGGCTTAGATGAT
ACAAAGGCTACCAATTGGAAAGAATTTCTTAAAGAGATTGATGAGAAGGGCTTAGATGAT

............................................................

ACAAAGGCTACCAATTGGAAAGAATTTCTTAAAGAGATTGATGAGAAGGGCTTAGATGAT '

1561 . 1620"
GATGATCTAATTATTGGTCTTAAAGGAAAGGAGAGGGAACTGAAGTTGGCAGGTAGATTT
GATGATCTAATTATTGGTCTTAAAGGAAAGGAGAGGGAACTGAAGTTGGCAGGTAGATTT

GATGATCTAATTATTGGTCTTAAAGGAAAGGAGAGGGAACTGAAGTTGGCAGGTAGATTT

1621 1680

- TTCTCCCTAATGTCTTGGAAATTGCGAGAATACTTTGTAATTACCGAATATTTGATARAG

TTCTCCCTAATGTCTTGGAAATTGCGAGAATACTTTGTAATTACCGAATATTTGATAAAG

TTCTCCCTAATGTCTTGGAAATTGCGAGAATACTTTGTAATTACCGAATATTTGATAAAG

1681 1740
ACTCATTTCGTCCCTATGTTTAAAGGCCTGACAATGGCGGACGATCTAACTGCAGTCATT
ACTCATTTCGTCCCTATGTTTAAAGGCCTGACAATGGCGGACGATCTAACTGCAGTCATT

ACTCATTTCGTCCCTATGTTTAAAGGCCTGACAATGGCGGACGATCTAACTGCAGTCATT

1741 1800
AARAAAGATGTTAGATTCCTCATCCGGCCAAGGATTGAAGTCATATGAGGCAATTTGCATA
AAAARGATGTTAGATTCCTCATCCGGCCAAGGATTGAAGTCATATGAGGCAATTTGCATA

AAAAAGATGTTAGATTCCTCATCCGGCCAAGGATTGAAGTCATATGAGGCAATTTGCATA

1801 1860
GCCAATCACATTGATTACGAAAAATGGAATAACCACCAAAGGAAGTTATCAAACGGCCCA
GCCAATCACATTGATTACGAAAAATGGAATAACCACCAAAGGAAGTTATCAAACGGCCCA

GCCAATCACATTGATTACGAAAAATGGAATAACCACCAAAGGAAGTTATCAAACGGCCCA

1861 1920
GTGTTCCGAGTTATGGGCCAGTTCTTAGGTTATCCATCCTTAATCGAGAGAACTCATGAA
GTGTTCCGAGTTATGGGCCAGTTCTTAGGTTATCCATCCTTAATCGAGAGAACTCATGAA

GTGTTCCGAGTTATGGGCCAGTTCTTAGGTTATCCATCCTTAATCGAGAGAACTCATGAA

1521 1980
TTTTTTGAGAAAAGTCTTATATACTACAATGGAAGACCAGACTTGATGCGTGTTCACAAC
TTTTTTGAGAAAAGTCTTATATACTACAATGGAAGACCAGACTTGATGCGTGTTCACAAC

TTTTTTGAGAAAAGTCTTATATACTACAATGGAAGACCAGACTTGATGCGTGTTCACARC

1981 2040
AACACACTGATCAATTCAACCTCCCAACGAGTTTGTTGGCAAGGACAAGAGGGTGGACTG
AACACACTGATCAATTCAACCTCCCAACGAGTTTGTTGGCAAGGACAAGAGGGTGGACTG

............................................................

AACACACTGATCAATTCAACCTCCCAACGAGTTTGTTGGCAAGGACAAGAGGGTGGACTG
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2041 2100
GAAGGTCTACGGCAAAAAGGATGGARTATCCTCAATCTACTGGTTATTCAAAGAGAGGCT
GAAGGTCTACGGCAAAAAGGATGGAGTATCCTCAATCTACTGGTTATTCAAAGAGAGGCT

GAAGGTCTACGGCAAAMAAGGATGGAGTATCCTCAATCTACTGGTTATTCAAAGAGAGGCT

2101 _ ' 2160
AAAATCAGAAACACTGCTGTCAAAGTCTTGGCACAAGGTGATAATCAAGTTATTTGCACA
AAAATCAGAAACACTGCTGTCAAAGTCTTGGCACAAGGTGATAATCAAGTTATTTGCACA

AAAATCAGAAACACTGCTGTCAAAGTCTTGGCACAAGGTGATAATCAAGTTATTTGCACA

2161 2220
CAGTATAAAACGAAGAAATCGAGAAACGTTGTAGAATTACAGGGTGCTCTCAATCAAATG
CAGTATAAAACGAAGAAATCGAGAAACGTTGTAGAATTACAGGGTGCTCTCAATCAAATG

............................................................

CAGTATAAAACGAAGAAATCGAGAAACGTTGTAGAATTACAGGGTGCTCTCAATCAAATG

2221 2280
GTTTCTAATAATGAGAAAATTATGACTGCAATCAAAATAGGGACAGGGAAGTTAGGACTT
GTTTCTAATAATGAGAAAATTATGACTGCAATCAAAATAGGGACAGGGAAGTTAGGACTT

GTTTCTAATAATGAGAAAATTATGACTGCAATCAAAATAGGGACAGGGAAGTTAGGACTT

2281 2340
TTGATAAATGACGATGAGACTATGCAATCTGCAGATTACTTGAATTATGGAAAAATACCG
TTGATAAATGACGATGAGACTATGCAATCTGCAGATTACTTGAATTATGGAAAAATACCG .

TTGATAAATGACGATGAGACTATGCAATCTGCAGATTACTTGAATTATGGAAAAATACCH

2341 2400
ATTTTCCGTGGAGTGATTAGAGGGTTAGAGACCAAGAGATGGTCACGAGTGACTTGTGTC
ATTTTCCGTGGAGTGATTAGAGGGTTAGAGACCAAGAGATGGTCACGAGTGACTTGTGTC

ATTTTCCGTGGAGTGATTAGAGGGTTAGAGACCAAGAGATGGTCACGAGTGACTTGTGTC

2401 2460
ACCAATGACCAAATACCCACTTGTGCTAATATAATGAGCTCAGTTTCCACAAATGCTCTC
ACCAATGACCAAATACCCACTTGTGCTAATATAATGAGCTCAGTTTCCACAAATGCTCTC

ACCAATGACCAAATACCCACTTGTGCTAATATAATGAGCTCAGTTTCCACAAATGCTCTC

2461 2520
ACCGTAGCTCATTTTGCTGAGAACCCAATCAATGCCATGATACAGTACAATTATTTTGGG
ACCGTAGCTCATTTTGCTGAGAACCCAATCAATGCCATGATACAGTACAATTATTTTGGG

ACCGTAGCTCATTTTGCTGAGAACCCAATCAATGCCATGATACAGTACAATTATTTTGGG

2521 2580
ACATTTGCTAGACTCTTGTTGATGATGCATGATCCTGCTCTTCGTCAATCATTGTATGAA
ACATTTGCTAGACTCTTGTTGATGATGCATGATCCTGCTCTTCGTCAATCATTGTATGAA

ACATTTGCTAGACTCTTGTTGATGATGCATGATCCTGCTCTTCGTCAATCATTGTATGAA
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2581 2640
GTTCAAGATAAGATACCGGGCTTGCACAGTTCTACTTTCAAATACGCCATGTTGTATTTG
GTTCAAGATAAGATACCGGGCTTGCACAGTTCTACTTTCAAATACGCCATGTTGTATTTG

............................................................

GTTCAAGATAAGATACCGGGCTTGCACAGTTCTACTTTCAAATACGCCATGTTGTATTTG

2641 2700
GACCCTTCCATTGGAGGAGTGTCGGGCATGTC T TTGTCCAGGTTTTTGATTAGAGCCTTC
GACCCTTCCATTGGAGGAGTGTCGGGCATGTCTTTGTCCAGGTTTTTGATTAGAGCCTTC

GACCCTTCCATTGGAGGAGTGTCGGGCATGTCTTTGTCCAGGTTTTTGATTAGAGCCTTC

2701 _ ) 2760
CCAGATCCCGTAACAGAAAGTCTCTCATTCTGGAGATTCATCCATGTACATGCTCGAAGT
CCAGATCCCGTAACAGAAAGTCTCTCATTCTGGAGATTCATCCATGTACATGCTCGAAGT

............................................................

CCAGATCCCGTAACAGAAAGTCTCTCATTCTGGAGATTCATCCATGTACATGCTCGAAGT

2761 2820
GAGCATCTGAAGGAGATGAGTGCAGTATTTGGAAACCCCGAGATAGCCAAGTTTCGAATA
GAGCATCTGAAGGAGATGAGTGCAGTATTTGGAAACCCCGAGATAGCCAAGTTTCGAATA

GAGCATCTGAAGGAGATGAGTGCAGTATTTGGAAACCCCGAGATAGCCAAGTTTCGAATA

2821 2880
ACTCACATAGACAAGCTAGTAGAAGATCCAACCTCTCTGAACATCGCTATGGGAATGAGT
ACTCACATAGACAAGCTAGTAGAAGATCCAACCTCTCTGAACATCGCTATGGGAATGAGT

ACTCACATAGACAAGCTAGTAGAAGATCCAACCTCTCTGAACATCGCTATGGGAATGAGT

2881 2940

- CCAGCGAACTTGTTAAAGACTGAGGTTAAAAAATGCTTAATCGAATCAAGACAAACCATC

CCAGCGAACTTGTTAAAGACTGAGGTTAAAAAATGCTTAATCGAATCAAGACAAACCATC

CCAGCGAACTTGTTAAAGACTGAGGTTAAAAAATGCTTAATCGAATCAAGACAAACCATC

2941 3000
AGGAACCAGGTGATTAAGGATGCAACCATATATTTGTATCATGAAGAGGATCGGCTCAGA
AGGAACCAGGTGATTAAGGATGCAACCATATATTTGTATCATGAAGAGGATCGGCTCAGA

AGGAACCAGGTGATTAAGGATGCAACCATATATTTGTATCATGAAGAGGATCGGCTCAGA

3001 3060
AGTTTCTTATGGTCAATAAATCCTCTGTTCCCTAGATTTTTAAGTGAATTCAAATCAGGC

" AGTTTCTTATGGTCAATAAATCCTCTGTTCCCTAGATTTTTAAGTGAATTCAAATCAGGC

AGTTTCTTATGGTCAATAAATCCTCTGTTCCCTAGATTTTTAAGTGAATTCAAATCAGGC

3061 3120
ACTTTTTTGGGAGTCGCAGACGGGCTCATCAGTCTATTTCAAAATTCTCGTACTATTCGG
ACTTTTTTGGGAGTCGCAGACGGGCTCATCAGTCTATTTCAAAATTCTCGTACTATTCGG

ACTTTTTTGGGAGTCGCAGACGGGCTCATCAGTCTATTTCAAAATTCTCGTACTATTCGG
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3121 3180
AACTCCTTTAAGAAAAAGTATCATAGGGAATTGGATGATTTGATTGTGAGGAGTGAGGTA
AACTCCTTTAAGAAAAAGTATCATAGGGAATTGGATGATTTGATTGTGAGGAGTGAGGTA

............................................................

AACTCCTTTAAGAAAAAGTATCATAGGGAATTGGATGATTTGATTGTGAGGAGTGAGGTA

3181 3240
TCCTCTTTGACACATTTAGGGAAACTTCATTTGAGAAGGGGATCATGTAAAATGTGGACA
TCCTCTTTGACACATTTAGGGAAACTTCATTTGAGAAGGGGATCATGTAAAATGTGGACA

TCCTCTTTGACACATTTAGGGAAACTTCATTTGAGAAGGGGATCATGTAAAATGTGGACA

3241 3300
TGTTCAGCTACTCATGCTGACACATTAAGATACAAATCCTGGGGCCGTACAGTTATTGGGE
TGTTCAGCTACTCATGCTGACACATTAAGATACAAATCCTGGGGCCGTACAGTTATTGGG

TGTTCAGCTACTCATGCTGACACATTAAGATACAAATCCTGGGGCCGTACAGTTATTGGG

3301 ) ' : 3360
ACAACTGTACCCCATCCATTAGAAATGTTGGGTCCACAACATCGAAAAGAGACTCCTTGT
ACAACTGTACCCCATCCATTAGAAATGTTGGGTCCACAACATCGAAAAGAGACTCCTTGT

ACAACTGTACCCCATCCATTAGAAATGTTGGGTCCACAACATCGAAAAGAGACTCCTTGT

3361 . 3420
GCACCATGTAACACATCAGGGTTCAATTATGTTTCTGTGCATTGTCCAGACGGGATCCAT
GCACCATGTAACACATCAGGGTTCAATTATGTTTCTGTGCATTGTCCAGACGGGATCCAT

GCACCATGTAACACATCAGGGTTCAATTATGTTTCTGTGCATTGTCCAGACGGGATCCAT

3421 , 3480
GACGTCTTTAGTTCACGGGGACCATTGCCTGCTTATCTAGGGTCTAAAACATCTGAATCT
GACGTCTTTAGTTCACGGGGACCATTGCCTGCTTATCTAGGGTCTAAAACATCTGAATCT

GACGTCTTTAGTTCACGGGGACCATTGCCTGCTTATCTAGGGTCTAAAACATCTGAATCT

3481 ' ' . 3540
ACATCTATTTTGCAGCCTTGGGAAAGGGAAAGCAAAGTCCCACTGATTAAAAGAGCTACA
ACATCTATTTTGCAGCCTTGGGAAAGGGAAAGCAAAGTCCCACTGATTAAAAGAGCTACA

ACATCTATTTTGCAGCCTTGGGAAAGGGAAAGCAAAGTCCCACTGATTAAAAGAGCTACA

3541 . : 3600
CGTCTTAGAGATGCTATCTCTTGGTTTGTTGAACCCGACTCTAAACTAGCAATGACTATA
CGTCTTAGAGATGCTATCTCTTGGTTTGTTGAACCCGACTCTAAACTAGCAATGACTATA

CGTCTTAGAGATGCTATCTCTTGGTTTGTTGAACCCGACTCTAAACTAGCAATGACTATA

" 3601 ' 3660

CTTTCTAACATCCACTCTTTAACAGGCGAAGAATGGACCAAAAGGCAGCATGGGTTCAAA
CTTTCTAACATCCACTCTTTAACAGGCGAAGAATGGACCAAAAGGCAGCATGGGTTCAAA

CTTTCTAACATCCACTCTTTAACAGGCGAAGAATGGACCAAAAGGCAGCATGGGTTCAAA

FIGURE 22-7



GenBank L

HR L nucl.
M2 L nucl.
M4 L nucl.

GenBank L

HR L nucl.
M2 L nucl.
M4 L nucl.

GenBank L

HR L nucl.
M2 L nucl.
M4 L nucl.

GenBank L

HR L nucl.
M2 L nucl.
M4 L nucl.

GenBank L

HR L nucl.
M2 L nucl.
M4 L nucl.

GenBank L

HR L nucl.

nucl.

nucl.

nucl.

nucl.

nucl.

nucl.

M2 L nuel.’

M4 L nucl.

GenBank L

HR L nucl.
M2 L nucl.
M4 L nucl.

GenBank L

HR L nucl.
M2 L nucl.
M4 L nucl.

GenBank L

HR L nucl.
M2 L nucl.
M4 L nucl.

nucl.

nucl.

nucl.

3661 3720
AGAACAGGGTCTGCCCTTCATAGGTTTTCGACATCTCGGATGAGCCATGGTGGGTTCGCA
AGAACAGGGTCTGCCCTTCATAGGTTTTCGACATCTCGGATGAGCCATGGTGGGTTCGCA

AGAACAGGGTCTGCCCTTCATAGGTTTTCGACATCTCGGATGAGCCATGGTGGGTTCGCA

3721 3780

.TCTCAGAGCACTGCAGCATTGACCAGGTTGATGGCAACTACAGACACCATGAGGGATCTG.

TCTCAGAGCACTGCAGCATTGACCAGGTTGATGGCAACTACAGACACCATGAGGGATCTG

TCTCAGAGCACTGCAGCATTGACCAGGTTGATGGCAACTACAGACACCATGAGGGATCTG

3781 . . 3840
GGAGATCAGAATTTCGACTTTTTATTCCARGCAACGTTGCTCTATGCTCARMATTACCACC
GGAGATCAGAATTTCGACTTTTTATTCC CAACGTTGCTCTATGCTC TTACCACC

............................................................

GGAGATCAGAATTTCGACTTTTTATTCCANGCAACGTTGCTCTATGCTCAJATTACCACC

3841 3900
ACTGTTGCAAGAGACGGATGGATCACCAGTTGTACAGATCATTATCATATTGCCTGTAAG
ACTGTTGCAAGAGACGGATGGATCACCAGTTGTACAGATCATTATCATATTGCCTGTAAG

ACTGTTGCAAGAGACGGATGGATCACCAGTTGTACAGATCATTATCATATTGCCTGTAAG

3901 3960
TCCTGTTTGAGACCCATAGAAGAGATCACCCTGGACTCAAGTATGGACTACACGCCCCCA
TCCTGTTTGAGACCCATAGAAGAGATCACCCTGGACTCAAGTATGGACTACACGCCCCCA

TCCTGTTTGAGACCCATAGAAGAGATCACCCTGGACTCAAGTATGGACTACACGCCCCCA

3961
GATGTATCCCATGTGCTGAAGACATGGAGGAATGGGGAAGGTTCGTGGGGACAAGAGATA
GATGTATCCCATGTGCTGAAGACATGGAGGAATGGGGAAGGTTCGTGGGGACAAGAGATA

GATGTATCCCATGTGCTGAAGACATGGAGGAATGGGGAAGGTTCGTGGGGACAAGAGATA

4021 : 4080
AAACAGATCTATCCTTTAGAAGGGAATTGGAAGAATTTAGCACCTGCTGAGCAATCCTAT
AAACAGATCTATCCTTTAGAAGGGAATTGGAAGAATTTAGCACCTGCTGAGCAATCCTAT

AAACAGATCTATCCTTTAGAAGGGAATTGGAAGAATTTAGCACCTGCTGAGCAATCCTAT

4081 4140
CAAGTCGGCAGATGTATAGGTTTTCTATATGGAGACTTGGCGTATAGAAAATCTACTCAT
CAAGTCGGCAGATGTATAGGTTTTCTATATGGAGACTTGGCGTATAGAAAATCTACTCAT

............................................................

CAAGTCGGCAGATGTATAGGTTTTCTATATGGAGACTTGGCGTATAGAAAATCTACTCAT

4141 4200
GCCGAGGACAGTTCTCTATTTCCTCTATCTATACAAGGTCGTATTAGAGGTCGAGGTTTC -
GCCGAGGACAGTTCTCTATTTCCTCTATCTATACAAGGTCGTATTAGAGGTCGAGGTTTC

GCCGAGGACAGTTCTCTATTTCCTCTATCTATACAAGGTCGTATTAGAGGTCGAGGTTTC
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4201 4260
TTAAAAGGGTTGCTAGACGGATTAATGAGAGCAAGTTGCTGCCAAGTAATACACCGGAGA
TTAAAAGGGTTGCTAGACGGATTAATGAGAGCAAGTTGCTGCCAAGTAATACACCGGAGA

TTAAAAGGGTTGCTAGACGGATTAATGAGAGCAAGTTGCTGCCAAGTAATACACCGGAGA

4261 - 4320
AGTCTGGCTCATTTGAAGAGGCCGGCCAACGCAGTGTACGGAGGTTTGATTTACTTGATT
AGTCTGGCTCATTTGAAGAGGCCGGCCAACGCAGTGTACGGAGGTTTGATTTACTTGATT

............................................................

AGTCTGGCTCATTTGAAGAGGCCGGCCAACGCAGTGTACGGAGGTTTGATTTACTTGATT

4321 - 4380
GATAAATTGAGTGTATCACCTCCATTCCTTTCTCTTACTAGATCAGGACCTATTAGAGAC
GATAAATTGAGTGTATCACCTCCATTCCTTTCTCTTACTAGATCAGGACCTATTAGAGAC

GATAAATTGAGTGTATCACCTCCATTCCTTTCTCTTACTAGATCAGGACCTATTAGAGAC

4381 ’ 4440
GAATTAGAAACGATTCCCCACAAGATCCCAACCTCCTATCCGACAAGCAACCGTGATATG
GAATTAGAAACGATTCCCCACAAGATCCCAACCTCCTATCCGACAAGCAACCGTGATATG

GAATTAGAAACGATTCCCCACAAGATCCCAACCTCCTATCCGACAAGCAACCGTGATATG

4441 ' 4500
GGGGTGATTGTCAGAAATTACTTCAAATACCAATGCCGTCTAATTGAAAAGGGAAAATAC
GGGGTGATTGTCAGAAATTACTTCAAATACCAATGCCGTCTAATTGAAAAGGGAAAATAC

GGGGTGATTGTCAGAAATTACTTCAAATACCAATGCCGTCTAATTGAAAAGGGAAAATAC

4501 ’ 4560
AGATCACATTATTCACAATTATGGTTATTCTCAGATGTCTTATCCATAGACTTCATTGGA
AGATCACATTATTCACAATTATGGTTATTCTCAGATGTCTTATCCATAGACTTCATTGGA

AGATCACATTATTCACAATTATGGTTATTCTCAGATGTCTTATCCATAGACTTCATTGGA

4561 4620
CCATTCTCTATTTCCACCACCCTCTTGCAAATCCTATACAAGCCATTTTTATCTGGGARA
CCATTCTCTATTTCCACCACCCTCTTGCAAATCCTATACAAGCCATTTTTATCTGGGAAA

CCATTCTCTATTTCCACCACCCTCTTGCAAATCCTATACAAGCCATTTTTATCTGGGAAA

4621 4680
GATAAGAATGAGTTGAGAGAGCTGGCAAATCTTTCTTCATTGCTAAGATCAGGAGAGGGG
GATAAGAATGAGTTGAGAGAGCTGGCAAATCTTTCTTCATTGCTAAGATCAGGAGAGGGG

GATAAGAATGAGTTGAGAGAGCTGGCAAATCTTTCTTCATTGCTAAGATCAGGAGAGGGG

4681 4740
TGGGAAGACATACATGTGAAATTCTTCACCAAGGACATATTATTGTGTCCAGAGGAAATC
TGGGAAGACATACATGTGAAATTCTTCACCAAGGACATATTATTGTGTCCAGAGGAAATC

TGGGAAGACATACATGTGAAATTCTTCACCAAGGACATATTATTGTGTCCAGAGGAAATC
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4741 4800
AGACATGCTTGCAAGTTCGGGATTGCTAAGGATAATAATAAAGACATGAGCTATCCCCCT
AGACATGCTTGCAAGTTCGGGATTGCTAAGGATAATAATAAAGACATGAGCTATCCCCCT

AGACATGCTTGCAAGTTCGGGATTGCTAAGGATAATAATAAAGACATGAGCTATCCCCCT

4801 4860
TGGGGAAGGGAATCCAGAGGGACAATTACAACAATCCCTGTTTATTATACGACCACCCCT .
TGGGGAAGGGAATCCAGAGGGACAATTACAACAATCCCTGTTTATTATACGACCACCCCT

TGGGGAAGGGAATCCAGAGGGACAATTACAACAATCCCTGTTTATTATACGACCACCCCT

4861 4920
TACCCAAAGATGCTAGAGATGCCTCCAAGAATCCAARAATCCCCTGCTGTCCGGAATCAGG
TACCCAAAGATGCTAGAGATGCCTCCAAGAATCCAAAATCCCCTGCTGTCCGGAATCAGG

TACCCAAAGATGCTAGAGATGCCTCCAAGAATCCAAARATCCCCTGCTGTCCGGAATCAGG

4921 4980

- TTGGGCCARTTACCAACTGGCGCTCATTATAARATTCGGAGTATATTACATGGAATGGGA

TTGGGCCAGTTACCAACTGGCGCTCATTATAAAATTCGGAGTATATTACATGGAATGGGA

TTGGGCCAGTTACCAACTGGCGCTCATTATAAAATTCGGAGTATATTACATGGAATGGGA

4981 5040
ATCCATTACAGGGACTTCTTGAGTTGTGGAGACGGCTCCGGAGGGATGACTGCTGCATTA
ATCCATTACAGGGACTTCTTGAGTTGTGGAGACGGCTCCGGAGGGATGACTGCTGCATTA

ATCCATTACAGGGACTTCTTGAGTTGTGGAGACGGCTCCGGAGGGATGACTGCTGCATTA

5041 5100
CTACGAGAAAATGTGCATAGCAGAGGAATATTCAATAGTCTGTTAGAATTATCAGGGTCA
CTACGAGAAAATGTGCATAGCAGAGGAATATTCAATAGTCTGTTAGAATTATCAGGGTCA

CTACGAGAAAATGTGCATAGCAGAGGAATATTCAATAGTCTGTTAGAATTATCAGGGTCA

5101 5160
GTCATGCGAGGCGCCTCTCCTGAGCCCCCCAGTGCCCTAGAAACTTTAGGAGGAGATAAA
GTCATGCGAGGCGCCTCTCCTGAGCCCCCCAGTGCCCTAGAAACTTTAGGAGGAGATAAA

GTCATGCGAGGCGCCTCTCCTGAGCCCCCCAGTGCCCTAGAAACTTTAGGAGGAGATAAA

5161 5220
TCGAGATGTGTAAATGGTGAAACATGTTGGGAATATCCATCTGACTTATGTGACCCAAGG
TCGAGATGTGTAAATGGTGAAACATGTTGGGAATATCCATCTGACTTATGTGACCCAAGG

TCGAGATGTGTAAATGGTGAAACATGTTGGGAATATCCATCTGACTTATGTGACCCAAGG

5221 5280
ACTTGGGACTATTTCCTCCGACTCAAAGCAGGCTTGGGGCTTCAAATTGATTTAATTGTA
ACTTGGGACTATTTCCTCCGACTCAAAGCAGGCTTGGGGCTTCAAATTGATTTAATTGTA

ACTTGGGACTATTTCCTCCGACTCAAAGCAGGCTTGGGGCTTCAAATTGATTTAATTGTA
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5281 5340
ATGGATATGGAAGTTCGGGATTCTTCTACTAGCCTGAAAATTGAGACGAATGTTAGAAAT
ATGGATATGGAAGTTCGGGATTCTTCTACTAGCCTGAAAATTGAGACGAATGTTAGAAAT

ATGGATATGGAAGTTCGGGATTCTTCTACTAGCCTGAAAATTGAGACGAATGTTAGAAAT

5341 5400
TATGTGCACCGGATTTTGGATGAGCAAGGAGTTTTAATC TACAAGACTTATGGAACATAT
TATGTGCACCGGATTTTGGATGAGCAAGGAGTTTTAATCTACAAGACTTATGGAACATAT

TATGTGCACCGGATTTTGGATGAGCAAGGAGTTTTAATCTACAAGACTTATGGAACATAT

5401 5460
ATTTGTGAGAGCGAAAAGAATGCAGTAACAATCCTTGGTCCCATGTTCAAGACGGTCGAC
ATTTGTGAGAGCGAAAAGAATGCAGTAACAATCCTTGGTCCCATGTTCAAGACGGTCGAC

ATTTGTGAGAGCGAAAAGAATGCAGTAACAATCCTTGGTCCCATGTTCAAGACGGTCGAC

5461 ’ 5520

. TTAGTTCAAACAGAATTTAGTAGTTCTCAAACGTCTGAAGTATATATGGTATGTAAAGGT

TTAGTTCAAACAGAATTTAGTAGTTCTCAAACGTCTGAAGTATATATGGTATGTAAAGGT

TTAGTTCAAACAGAATTTAGTAGTTCTCAAACGTCTGAAGTATATATGGTATGTAAAGGT

5521 - 5580
TTGAAGAAATTAATCGATGAACCCAATCCCGATTGGTCTTCCATCAATGAATCCTGGAAA
TTGAAGAAATTAATCGATGAACCCAATCCCGATTGGTCTTCCATCAATGAATCCTGGAAA

TTGAAGAAATTAATCGATGAACCCAATCCCGATTGGTCTTCCATCAATGAATCCTGGAAA

5581 ‘ 5640
AACCTGTACGCATTCCAGTCATCAGAACAGGAATTTGCCAGAGCAAAGAAGGTTAGTACA
AACCTGTACGCATTCCAGTCATCAGAACAGGAATTTGCCAGAGCAAAGAAGGTTAGTACA

AACCTGTACGCATTCCAGTCATCAGAACAGGAATTTGCCAGAGCAAAGAAGGTTAGTACA

5641 ' , 5700
TACTTTACCTTGACAGGTATTCCCTCCCAATTCATTCCTGATCCTTTTGTIAACATTGAG
TACTTTACCTTGACAGGTATTCCCTCCCAATTCATTCCTGATCCTTTTGTGAACATTGAG

TACTTTACCTTGACAGGTATTCCCTCCCAATTCATTCCTGATCCTTTTGTGAACATTGAG

5701 ‘ ' 5760
ACTATGCTACAAATATTCGGAGTACCCACGGGTGTGTCTCATGCGGCTGCCTTAAAATCA
ACTATGCTACAAATATTCGGAGTACCCACGGGTGTGTCTCATGCGGCTGCCTTAARATCA

ACTATGCTACAAATATTCGGAGTACCCACGGGTGTGTCTCATGCGGCTGCCTTAAAATCA

5761 5820
TCTGATAGACCTGCAGATTTATTGACCATTAGCCTTTTTTATATGGCGATTATATCGTAT
TCTGATAGACCTGCAGATTTATTGACCATTAGCCTTTTTTATATGGCGATTATATCGTAT

TCTGATAGACCTGCAGATTTATTGACCATTAGCCTTTTTTATATGGCGATTATATCGTAT
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5821 5880
TATAACATCAATCATATCAGAGTAGGACCGATACCTCCGAACCCCCCATCAGATGGAATT
TATAACATCAATCATATCAGAGTAGGACCGATACCTCCGAACCCCCCATCAGATGGAATT

TATAACATCAATCATATCAGAGTAGGACCGATACCTCCGAACCCCCCATCAGATGGAATT

5881 5940
GCACAAAATGTGGGGATCGCTATAACTGGTATAAGCTTTTGGCTGAGTTTGATGGAGAAA
GCACAAAATGTGGGGATCGCTATAACTGGTATAAGCTTTTGGOTGAGTTTCATGGAGAAA

GCACAAAATGTGGGGATCGCTATAACTGGTATAAGCTTTTGGCTGAGTTTGATGGAGAAA

5941 6000
GACATTCCACTATATCAACAGTGTTTAGCAGTTATCCAGCAATCATTCCCGATTAGGTGG
GACATTCCACTATATCAACAGTGTTTAGCAGTTATCCAGCAATCATTCCCGATTAGGTGG

GACATTCCACTATATCAACAGTGTTTAGCAGTTATCCAGCAATCATTCCCGATTAGGTGG

6001 6060
GAGGCTGTTTCAGTAAAAGGAGGATACAAGCAGAAGTGGAGTACTAGAGGTGATGGGCTC
GAGGCTGTTTCAGTAAAAGGAGGATACAAGCAGAAGTGGAGTACTAGAGGTGATGGGCTC

GAGGCTGTTTCAGTAAAAGGAGGATACAAGCAGAAGTGGAGTACTAGAGGTGATGGGCTC

6061 6120
CCAAAAGATACCCGAAMTTCAGACTCCTTGGCCCCAATCGGGAACTGGATCAGATCTCTG
CCAAAAGATACCCGAATTTCAGACTCCTTGGCCCCAATCGGGAACTGGATCAGATCTCTG

CCAAAAGATACCCGAATTTCAGACTCCTTGGCCCCAATCGGGAACTGGATCAGATCTCTG

6121 6180
GAATTGGTCCGAAACCAAGTTCGTCTAAATCCATTCAATGAGATCTTGTTCAATCAGCTA
GAATTGGTCCGAAACCAAGTTCGTCTAAATCCATTCAATGAGATCTTGTTCAATCAGCTA

............................................................

GAATTGGTCCGAAACCAAGTTCGTCTAAATCCATTCAATGAGATCTTGTTCAATCAGCTA

6181 " 6240
TGTCGTACAGTGGATAATCATTTGAAATGGTCAAATTTGCGAA@AAACACAGGAATGATT
TGTCGTACAGTGGATAATCATTTGAAATGGTCAAATTTGCGAAAAAACACAGGAATGATT

TGTCGTACAGTGGATAATCATTTGAAATGGTCAAATTTGCGAAAARACACAGGAATGATT

6241 ' 6300
GAATGGATCAATAGACGAATTTCAAAAGAAGACCGGTCTATACTGATGTTGAAGAGTGAC
GAATGGATCAATAGACGAATTTCAAAAGAAGACCGGTCTATACTGATGTTGAAGAGTGAC

GAATGGATCAATAGACGAATTTCAAAAGAAGACCGGTCTATACTGATGTTGAAGAGTGAC
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6301 6360
CTACASGAGGAAAACTCTTGCAGAGATTAA . « o v v v e e e e et e e e e
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1 - 60
MEVHDFETDEFNDFNEDDYATREFLNPDERMTYLNHADYNLNSPLISDDIDNLIRKFNSL

MEVHDFETDEFNDFNEDDYATREFLNPDERMTYLNHADYNLNSPLISDDIDNLIRKFNSL

61 . 120
PIPSMWDSKNWDGVLEMLTSCQANPISTSQMHKWMGSWLMSDNHDASQGYSFLHEVDKEA

PIPSMWDSKNWDGVLEMLTSCQANPISTSQMHKWMGSWLMSDNHDASQGYSFLHEVDKEA

121 ' 180
EITFDVVETFIRGWGNKPIEYIKKERWTDSFKILAYLCQKFLDLHKLTLILNAVSEVELL

............................................................

EITFDVVETFIRGWGNKPIEYIKKERWIDSFKILAYLCQKFLDLHKLTLILNAVSEVELL

181 : 240
NLARTFKGKVRRSSHGTNICRERVPSLGPTFISEGWAYFKKLDILMDRNFLLMVKDVIIG

NLARTFKGKVRRSSHGTNICRMRVPSLGPTFISEGWAYFKKLDILMDRNFLLMVKDVIIG

241 300
RMQTVLSMVCRIDNLFSEQDIFSLLNIYRIGDKIVERQGNFSYDLIKMVEPICNLELMKL

RMQTVLSMVCRIDNLFSEQDIFSLLNIYRIGDKIVERQGNFSYDLIKMVEPICNLELMKL

301 360
ARESRPLVPQFPHFENHIKTSVDEGAKIDRGIRFLHDQIMSVKTVDLTLVIYGSFRHWGH
........................................................ HWGH

ARESRPLVPQFPHFENHIKTSVDEGAKIDRGIRFLHDQIMSVKTVDLTLVIYGSFRHWGH

361 420
PFIDYYGLEKLHSQVTMKKDIDVSYAKALASDLARIVLFQQFNDHKKWFVNGDLLPHDH
PFIDYYAGLEKLHSQVTIKKDIDVSYAKALASDLARIVLFQQFNDHEKWFVNGDLLPHDH
PFIDYYAGLEKLHSQVTMKKDIDVSYAKALASDLARIVLFQQFNDHKKWFVNGDLLPHDH

421 480
PFKSHVKENTWPTAAQVQDFGDKWHELPLIKCFEIPDLLDPSIIYSDKSHSMNRSEVLKH
PFKSHVKENTWPTAAQVQDFGDKWHELPLIKCFEIPDLLDPSIIYSDKSHSMNRSEVLKH
PFKSHVKENTWPTAAQVODFGDKWHELPLIKCFEIPDLLDPSIIYSDKSHSMNRSEVLKH

481 . 540
VRMNPNTPIPSKKVLQTMLDTKATNWKEFLKEIDEKGLDDDDLIIGLKGKERELKLAGRF
VRMNPNTPIPSKKVLOTMLDTKATNWKEFLKEIDEKGLDDDDLIIGLKGKERELKLAGRF
VRMNPNTPIPSKKVLOQTMLDTKATNWKEFLKEIDEKGLDDDDLIIGLKGKERELKLAGRF

541 ) . 600
FSLMSWKLREYFVITEYLIKTHFVPMFKGLTMADDLTAVIKKMLDSSSGQGLKSYEAICT
FSLMSWKLREYFVITEYLIKTHFVPMFKGLTMADDLTAVIKKMLDSSSGQGLKSYEAICT
FSLMSWKLREYFVITEYLIKTHFVPMFKGLTMADDLTAVIKKMLDS SSGQGLKSYEAICT
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601 ' 660
ANHIDYEKWNNHQRKLSNGPVFRVMGQFLGYPSLIERTHEFFEKSLIYYNGRPDLMRVEN,
ANHIDYEKWNNHQRKLSNGPVFRVMGQFLGYPSLIERTHEFFEKSLIYYNGRPDLMRVEN
ANHIDYEKWNNHQRKLSNGPVFRVMGQFLGYPSLIERTHEFFEKSLIYYNGRPDLMRVHN

661 ' 720
NTLINSTSQRVCWQGQEGGLEGLROKGWHILNLLVIQREAKIRNTAVKVLAQGDNQVICT
NTLINSTSQRVCWQGQEGGLEGLRQKGWSILNLLVIQREAKIRNTAVKVLAQGDNQVICT
NTLINSTSQRVCWQGQEGGLEGLRQKGWSILNLLVIQREAKIRNTAVKVLAQGDNQVICT

721 780
QYKTKKSRNVVELQGALNQMVSNNEKIMTAIKIGTGKLGLLINDDETMQSADYLNYGKIP
QYKTKKSRNVVELQGALNQMVSNNEKIMTAIKIGTGKLGLLINDDETMQSADYLNYGKIP
QYKTKKSRNVVELQGALNQMVSNNEKIMTAIKIGTGKLGLLINDDETMQSADYLNYGKIP

781 ’ 840
IFRGVIRGLETKRWSRVTCVTNDQIPTCANIMSSVSTNALTVAHFAENPINAMIQYNYFG
IFRGVIRGLETKRWSRVTCVTNDQIPTCANIMSSVSTNALTVAHFAENPINAMIQYNYFG
IFRGVIRGLETKRWSRVTCVTNDQIPTCANIMSSVSTNALTVAHFAENPINAMIQYNYFG

841 900
TFARLLLMMHDPALRQSLYEVQDKIPGLHSSTFKYAMLYLDPSIGGVSGMSLSRFLIRAF
TFARLLLMMHDPALRQSLYEVQDKIPGLHSSTFKYAMLYLDPSIGGVSGMSLSRFLIRAF
TFARLLLMMHDPALRQSLYEVQDKIPGLHSSTFKYAMLYLDPSIGGVSGMSLSRFLIRAF

901 ) 960
PDPVTESLSFWRFIHVHARSEHLKEMSAVFGNPEIAKFRITHIDKLVEDPTSLNIAMGMS
PDPVTESLSFWRFIHVHARSEHLKEMSAVFGNPEIAKFRITHIDKLVEDPTSLNIAMGMS
PDPVTESLSFWRFIHVHARSEHLKEMSAVFGNPEIAKFRITHIDKLVEDPTSLNIAMGMS

961 o 1020
PANLLKTEVKKCLIESRQTIRNQVIKDATIYLYHEEDRLRSFLWSINPLFPRFLSEFKSG
PANLLKTEVKKCLIESRQTIRNQVIKDATIYLYHEEDRLRSFLWSINPLFPRFLSEFKSG
PANLLKTEVKKCLIESRQTIRNQVIKDATIYLYHEEDRLRSFLWSINPLFPRFLSEFKSG

1021 1080
TFLGVADGLISLFQNSRTIRNSFKKKYHRELDDLIVRSEVSSLTHLGKLHLRRGSCKMWT *
TFLGVADGLISLFQONSRTIRNSFKKKYHRELDDLIVRSEVSSLTHLGKLHLRRGSCKMWT
TFLGVADGLISLFQNSRTIRNSFKKKYHRELDDLIVRSEVSSLTHLGKLHLRRGSCKMWT

1081 o ‘ 1140
CSATHADTLRYKSWGRTVIGTTVPHPLEMLGPQHRKETPCAPCNTSGFNYVSVHCPDGIH
CSATHADTLRYKSWGRTVIGTTVPHPLEMLGPQHRKETPCAPCNTSGFNYVSVHCPDGTH
CSATHADTLRYKSWGRTVIGTTVPHPLEMLGPQHRKETPCAPCNTSGFNYVSVHCPDGIH

1141 1200
DVFSSRGPLPAYLGSKTSESTSILQPWERESKVPLIKRATRLRDAISWFVEPDSKLAMTI
DVFSSRGPLPAYLGSKTSESTSILQPWERESKVPLIKRATRLRDAISWFVEPDSKLAMTI
DVFSSRGPLPAYLGSKTSESTSILQPWERESKVPLIKRATRLRDAISWFVEPDSKLAMTI
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1201 1260
LSNIHSLTGEEWTKRQHGFKRTGSALHRF STSRMSHGGFASQSTAALTRLMATTDTMRDL
LSNIHSLTGEEWTKRQHGFKRTGSALHRF STSRMSHGGFASQSTAALTRLMATTDTMRDL
LSNIHSLTGEEWTKRQHGFKRTGSALHRFSTSRMSHGGFASQSTAALTRLMATTDTMRDL

1261 1320
GDONFDFLFQATLLYAQITTTVARDGWITSCTDHYHIACKSCLRPIEEITLDSSMDYTPP
GDONFDFLFQATLLYAQITTTVARDGWITSCTDHYHIACKSCLRPIEEITLDSSMDYTPP
GDQNFDFLFEATLLYAEITTTVARDGWITSCTDHYHIACKSCLRPIEEITLDSSMDYTPP

1321 1380
DVSHVLKTWRNGEGSWGQEIKQIYPLEGNWKNLAPAEQSYQVGRCIGFLYGDLAYRKSTH
DVSHVLKTWRNGEGSWGQEIKQIYPLEGNWKNLAPAEQSYQVGRCIGFLYGDLAYRKSTH
DVSHVLKTWRNGEGSWGQEIKQIYPLEGNWKNLAPAEQSYQVGRCIGFLYGDLAYRKSTH

1381 1440
AEDSSLFPLSIQGRIRGRGFLKGLLDGLMRASCCQVIHRRSLAHLKRPANAVYGGLIYLI
AEDSSLFPLSIQGRIRGRGFLKGLLDGLMRASCCQVIHRRSLAHLKRPANAVYGGLIYLI
AEDSSLFPLSIQGRIRGRGFLKGLLDGLMRASCCQVIHRRSLAHLKRPANAVYGGLIYLI

1441 "~ 1500
DKLSVSPPFLSLTRSGPIRDELETIPHKIPTSYPTSNRDMGVIVRNYFKYQCRLIEKGKY
DKLSVSPPFLSLTRSGPIRDELETIPHKIPTSYPTSNRDMGVIVRNYFKYQCRLIEKGKY
DKLSVSPPFLSLTRSGPIRDELETIPHKIPTSYPTSNRDMGVIVRNYFKYQCRLIEKGKY

1501 ' 1560
RSHYSQLWLFSDVLSIDFIGPFSISTTLLQILYKPFLSGKDKNELRELANLSSLLRSGEG
RSHYSQLWLFSDVLSIDFIGPFSISTTLLOILYKPFLSGKDKNELRELANLSSLLRSGEG
RSHYSQLWLFSDVLSIDFIGPFSISTTLLQILYKPFLSGKDKNELRELANLSSLLRSGEG

1561 1620
WEDIHVKFFTKDILLCPEEIRHACKFGIAKDNNKDMSYPPWGRESRGTITTIPVYYTTTP
WEDIHVKFFTKDILLCPEEIRHACKFGIAKDNNKDMSYPPWGRESRGTITTIPVYYTTTP
WEDIHVKFFTKDILLCPEEIRHACKFGIAKDNNKDMSYPPWGRESRGTITTIPVYYTTTP

1621 1680
YPKMLEMPPRIQNPLLSGIRLGQLPTGAHYKIRSILHGMGIHYRDFLSCGDGSGGMTAAL
YPKMLEMPPRIQNPLLSGIRLGQLPTGAHYKIRSILHGMGIHYRDFLSCGDGSGGMTAAL
YPKMLEMPPRIQNPLLSGIRLGQLPTGAHYKIRSILHGMGIHYRDFLSCGDGSGGMTAAL

1681 1740
LRENVHSRGIFNSLLELSGSVMRGASPEPPSALETLGGDKSRCVNGETCWEYPSDLCDPR
LRENVHSRGIFNSLLELSGSVMRGASPEPPSALETLGGDKSRCVNGETCWEYPSDLCDPR
LRENVHSRGIFNSLLELSGSVMRGASPEPPSALETLGGDKSRCVNGETCWEYPSDLCDPR

1741 1800
TWDYFLRLKAGLGLQIDLIVMDMEVRDSSTSLKIETNVRNYVHRILDEQGVLIYKTYGTY
TWDYFLRLKAGLGLQIDLIVMDMEVRDSSTSLKIETNVRNYVHRILDEQGVLIYKTYGTY
TWDYFLRLKAGLGLQIDLIVMDMEVRDSSTSLKIETNVRNYVHRILDEQGVLIYKTYGTY

1801 ' 1860
ICESEKNAVTILGPMFKTVDLVQTEFSSSQTSEVYMVCKGLKKL IDEPNPDWSSINESWK
ICESEKNAVTILGPMFKTVDLVQTEFSSSQTSEVYMVCKGLKKL IDEPNPDWSSINESWK
ICESEKNAVTILGPMFKTVDLVQTEFSSSQTSEVYMVCKGLKKLIDEPNPDWSSINESWK
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1861 : 1520
NLYAFQSSEQEFARAKKVSTYFTLTGIPSQFIPDPFVNIETMLQIFGVPTGVSHAAALKS
NLYAFQSSEQEFARAKKVSTYFTLTGIPSQFIPDPFVNIETMLQIFGVPTGVSHAAALKS
NLYAFQSSEQEFARAKKVSTYFTLTGIPSQFIPDPFVNIETMLQIFGVPTGVSHAAALKS

1821 1980
SDRPADLLTISLFYMAIISYYNINHIRVGPIPPNPPSDGIAQNVGIAITGISFWLSLMEK
SDRPADLLTISLFYMAIISYYNINHIRVGPIPPNPPSDGIAQNVGIAITGISFWLSLMEK
SDRPADLLTISLFYMAIISYYNINHIRVGPIPPNPPSDGIAQNVGIAITGISFWLSLMEK

1981 2040
DIPLYQQCLAVIQQSFPIRWEAVSVKGGYKQKWSTRGDGLPKDTRISDSLAPIGNWIRSL
DIPLYQQCLAVIQQSFPIRWEAVSVKGGYKQKWSTRGDGLPKDTRISDSLAPIGNWIRSL
DIPLYQQCLAVIQQSFPIRWEAVSVKGGYKQKWSTRGDGLPKDTRISDSLAPIGNWIRSL

2041 2100
ELVRNQVRLNPFNEILFNQLCRTVDNHLKWSNLRENTGMI EWINRRISKEDRSILMLKSD
ELVRNQVRLNPFNEILFNQLCRTVDNHLKWSNLRKNTGMIEWINRRISKEDRSILMLKSD
ELVRNQVRLNPFNEILFNQLCRTVDNHLKWSNLRKNTGMI EWINRRISKEDRSTILMLKSD

2101 2110
LHEENSWRD:
LHEENSWRD
LHEENSWRD
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